wo 03/039443 



PCT/EP02/12303 



T-ALL vs. AML complex 


samples: 9/36 






accuracy 


0 977777777777778 






confidence 


1 






failed: 


1 

8 






gene 


sianal*to-noi^fi 


P 


#4amIaImm IImmIA mama - - »- • 

aecision limit g^ne symbol 


242292jat 




U 




233589_x_ai 




A 
U 




201200_at 


" 1 ,Wf Of WW 1 ^9l/Hwww 


n 
U 


CREG 


221188_s at 




u 


CIDEB 


214430_at 




U 


GLA 


203370 s at 

••WWW 1 w w g \ 


1 .^9 1 ww^^909 rial 


n 
U 


ENIGMA 


213101 s at 




0 


IL27 


207543 s at 


-1.*+/ / UOOZOOOZO f *t 


0 


244.16 P4HA1 


200996 at 

W w wW__Ci V 


1 .nOUOO 1 / O^oOww 1 


A 
U 


ACTR3 


228242 at 




u 




200625„s_at 


-1.41869234255261 


0 


CAP 


212271_at 


-1,41675681954144 


0 


MAPK1 


213798_s_at 


-1.3995900667655 


0 


CAP 


218341_at 


-1.38917958617976 


0 


FU11838 


207809_s_at 


-1,38033524444329 


0 


ATP6IP1 


20141 6_at 


1.36993537921948 


0 


S0X4 


21401 7.s.al 


-1.36371429454275 


0 


DDX34 


210145_at 


-1,35854949316142 


0 


PiJSL2G4A 


221006_s.at 


-1.35518233243855 


0 


MY014 



901 



wo 03/039443 PCT/EP02/12303 



T-ALL vs. AML normal 


samples: 9/62 








accuracy 


1 








confidence 


0.957860143913847 








gene 


signal-to-noise 


p 


decision limit 


gene symbol 


230292_at 


1.88640079114873 


0* 


209.2 




201200_at 


-1.83242104341312 


0 




CREG 


202479_s.at 


1.72124560429389 


0* 


139 


6S3955 


213539_at 


1.67079068669821 


0 




CD3D 


22491 8_x_at 


-1.58916954867569 


0 




MGST1 


227999 


-1.50019492619142 


0 




LOCI 70394 


219812_at 


1.47878284716341 


0 




MGC2463 


228007_at 


1.4773281277912 


0 






231736_x_at 


-1.46304321667415 


0 




IViGSTI 


219079_at 


-1 .460351 85202908 


0 




b5&b"5R 


204484_at 


1.43138015243683 


0 




P1K3C2B 


201637_s_at 


-1.41942605715997 


0 






21061 3_s_at 


-1.41293569747837 


0 




SYNGR1 


217989_at 


-1.41116959479258 


0 




LOC51170 


207998_s_at 


1.40679076628897 


0 




ClSorfl 


200765_x_at 


-1.40654043227196 


0 




CTNNA1 


205382.8_at 


-1.40167577220905 


0 




DF 


201463_s_at 


. -1.39170471416992 


0 




TALD01 


233589_x_at 


-1.39076513944045 


0 






39650_s_at 


1.23989100884988 


0 




KiAA0435 



wo 03/039443 ^ PCT/EP02/12303 



T-ALL vs. AMLt(8;21) 


samoles' 9/13 








accuracy 










confidence 










gene 


• 

9iy IICll~iU~IIUl5»t7 


P 


decision limit 


gene symbol 


242292_at 


3 5'^9'?19fififiQ'^4!^7 

WtWw^w l^wOw9«9*Twr 


u 


AO A 




203949 at 


1 9R4974'5'^Q4*^1 7 
"w. l^wH^f *tw09nw 1 f 


n 
U 




MPO 


203948 s at 




A 

U 




MPO 


217989 at 


-9 4'%9Qflnfinnfi949i 


u 




LOC51170 


223482 at 


-9 '^'^4nQ7Q4nnflft*?Q 

"^.wwtws?/ 9*rw\JOOw9 


u 




TMPIT 


203795 s at 

^wWf WW O OL 


^ *1 B^'5A7'iftnRZQ0 
^. 1 OOOO/ OOUO*(9Z 


u 




BCL7A 


918994 at 




0 




PNIVIA1 


217080 s at 

^ 1 r wWw 9 Qi 


"Z.UwOOOwUl O/ UU*f9 


n 
U 




H0MER-2B 


236019 at 


o nooi '^'^4'5<;fl7aQe 


U 






OH 0477 Q at 


iS.U 1 yn 44 1 Uooo4d 


0 




LOC55901 






0 




2NF6 


201486_at 


1.99987326641982 


0 




RCN2 


219478_at 


-1.99876002437156 


0 




WFDC1 


228266_^s_at 


1.98746817521137 


0 


t 


CGM42 


207996_s_at 


1.96448548584508 


0 




C18orf1 


222203_s_at 


1.94383192684329 


0 






205640_at 


-1.93350841183487 


0 




ALDH3B1 


210613_s„at 


-1.93016512462768 


0 




SYNGR1 


228174_at 


1.9244800134633 


0 






223474_at 


1.91826574900603 


0 




C14orf4 



903 



wo 03/039443 



PCT/EP02/12303 - 



AML -i-S vs. all other 


samples: 10/259 








accuracy 


0.966542750929368 








confidence 


1 








failed: 


1.2.3,5.6,7.8,9,10 








gene 


' sIgnal-to*nolse 


P 


decision limit 


gene symi] 


212260^at 


1.00891676230186 


0 






218549_s_at 


0.942516384676453 


0 




LOC61115 


212449_s_at 


0.88821669704833 


0 




LYPLA1 


205849_8_at 


0.882097788580276 


0 




UQCRB 


222166^at 


-0.873718781745549 


0 






203007„x_„at 


0.87144371195471 


•0 






242975_s_at 


-0.862022087552992 


0 




GNAS 


208697_s_at 


0.80816796889713 


0 




EIF3S6 


201592_at 


0.794789783421717 


0 




EIF3S3 


218482^at 


0.794345693087361 


0 




DC6 


201985_at 


0.784318906218296 


0 




KIAA0196 


231101_at 


-0.7838812614223 


0 




PPP2R5E 


218642_s_at 


0.776600267973484 


0 




MGC2217 


201662_at 


0.761703817525426 


0 




C0PS5 


201433_s_at 


0.761252302206581 


0 




PTDSS1 


217916_s_at 


0.757235902578392 


0 




BM^09 


226165_at 


0.738121051467492 


0* 


1969.6 


E2F5 


203110_at 


0.736663801658822 


0 




PTK2B 


224804_s_at 


-0.734849706050297 


0 




FU00005 



904 



wo 03/039443 



PCT/EP02/12303 



AML +8 vs. AML complex 


samples: 10/36 






accuracy 


1 






confidence 


0.855027999708228 






gene 


signal-to-noise 


P 


decision limit gene symbol 


i222229_x_al 


1.23332137897808 


0 




208697_s_at 


1.15066098039301 


0 


EIF3S6 


205849_s_al 


1.14869307530221 


0 


UQCRB 


212586_at 


1.11163173777263 


0* 


1231.4 ARTS-1 


208646_at 


1.07422424644875 


0 




230795.at 


-106732853628123 


0 


H4F2 


202746_at 


-1.03422849717783 


0 




226546.at 


-1.00972156245463 


0* 


100.15 


222166,at 


-0.999828982909011 


0* 


1 


210715^s_at 


-0.978857795907468 


0* 


573.3 SPINT2 


228652„at 


-0.974511468277957 


0 




217979.at 


-0.973647566321829 


0* 


234.35 NET-6 


201548_8_at 


-0.970651188910704 


0* 


289.85 PLU-1 


202747_s.at 


-0.952100249128964 


0 


' ITM2A 


201602_s_at 


-0.951073671804128 


0 


PPP1R12A 


205674_x_at 


-0.945871996779656 


0 


FXYD2 


244740_at 


-0.942099475768156 


0 




219518_s_at 


-0.938970502867646 


0 


FLJ22637 


227249_at 


-0.931085853722028 


0 


NUDE1 



905 



wo 03/039443 



PCT/EP02/12303 



AmL TO VS. AML normal 


samples. iu / 








accuracy 


e\ GAAAAAAAAAAAAAA 








confidence 


A 
1 








failed: 


2,8,9,10 








gene 


signal-to-nolse 


P 


decision limit 


gene symbol 


214394_x_at 


1 . 1 698739686681 6 


0 




FLJ20897 


203110_at 


1 .091 675441 37433 


0 




PTK2B 


203007_)^at 


1 .0001 39932701 34 


0 






235124jat 


•0.98382981 8030274 


0 






212251_at 


0.969996367896378 


0* 


4073,8 




242975_s_at 


-0.968085578079267 


0 




GNAS 


206781 _at 


-0.9396801 87764268 


0 




DNAJC4 


225406_at 


-0.924590937077397 


0 




TSG 


218482_at 


0.9006234250341 12 


0 




DC6' 


237291_at 


-0.889981 273455645 


0.01 






235647_at 


-0.87846991 1 87601 


0 






234726_s_at 


-0.877362222213618 


0 






225889.at 


-0.85606834671728 


0 






236837_x_at 


-0,842273497900729 


0 






222166_at 


-0.840979666931678 


0 






228092_at 


-0.833074953827583 


0 






212250_at 


0.830552344097529 


0 






226450.at 


0.827753984186341 


0 






238392_at 


-0.812637849766076 


0 






200655_s.at 


0.811239676737242 


0 




CALM1 



906 



wo 03/039443 



PCT/EP02/12303 



AMI 4>A v« AMI Wfl>9il 


samples. 10 / io 








accuracy 


1 








confidence ^ 


1 








geno 


signal-to -noise 


P 


decision limit 


' gene symbol 




-2.03460798747208 


0* 


162.15 




4^031 oojat 


1,98171895993959 


0 




B3GNT6 


2095Z2^S_at 


1.87499941760774 


0 




CRAT 


0022 l_at 


1.77237042593137 


0 








1 .7031 3290894867 


0 




ARTS-1 


217816_S_at 


1.69811663165145 


0 




pcnp 


219084_at 


1.68534097481951 


0 




NSD1 


241370_at 


1.66453119103938 


0 






221581_8_at 


1.64609943226078 


0 




WBSCR5 


205528_s_at 


-1.64467496425566 


0 




CBFA2T1 


211341_at 


-1.63310072579237 


0 




P0U4F1 


212250_at 


1.62854737716103 


0 






206940_s_at 


-1.60737424398268 


0 




P0U4F1 


205529_s_at 


-1.591491111654 


0 




CBFA2T1 


213150_at 


1.578ai 564631984 


0 




HOXA10 


214394_x_at 


1.57039311243451 


0 




FLJ20897 


212895_s_at 


1.56878968456679 


0 




ABR 


218341_at 


1.53928870336148 


0 




FLJ11838 


204249_s_at 


1.52597204656408 


0 




LM02 


214651_s_at 


1.52240931149048 


0 




H0XA9 



907 



wo 03/039443 
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AML complex vs. all other 


samples: 36/ 233 




■ • 


accuracy 


0.940520446096654 






confidence 


0.921791251652985 






failed: 


1 ,3,4,7,9, 1 1 , 1 3, 1 7. 1 9,22.26.29.30.31 ,36, 1 59 




gene • 


signal-to-noise 


p decision limit 


gene symbol 


222229.x.at 


-0.893099830348847 . 


0 




200608_s_at 


0.829215272839729 


0* 1754.85 


RAD21 


219793_at 


0.800005992121134 


0* 82.35 


SNX16 


214700^x.at 


0.78695642651388 


0 




216652_s_at 


0,767651877577316 


0 




209523_at 


0.752134816617307 


0* 681.95 




203904_x_at 


0.746250973896829 


0 


KAI1 


209188_x_at 


0.739903310934254 


0 


DR1 


207654.x.at 


0.732205254479051 


0 


DR1" 


223318_s_at 


-0.730537441809073 


0 


MGC10974 


201437_s_at 


0.717807687112266 


0 


EIF4E 


227056_at 


-0.715710672900953 


0 


KIAA0141 


209259_s_al 


0.712514692902903 


0 


CSPG6 


216304_x_at 


0.711429386769807 


0 




201263_at 


OJ052912601 36426 


0 


TARS 


213452_at 


0.700628406937312 


0 


2NF184 


225344_at 


0.690845684896899 


0 




203133_at 


0.686789233495541 


0 


SEC61B 


20381 8.s_at 


0.685434479377027 


0 


SF3A3 


20241 3_s.at 


0.684073197719258 


0 


USP1 



908 



V^O 03/039443 



PCT/EP02/12303 



AML complex vs. AML normal 


samples: 36/62 








accuracy 


0.959183673469388 








confidence 


0.827538830649198 








failed: 


4,17,26,95 








gene 


signal-to-noise 


P 


decision limit 


gene symbol 


222229_x_at 


-115282283406825 


0 






227056^at 


-1.01959539261157 


0 




KIAA0141 


200093_8_at-HG-U133B 


-0.981168516451417 


0* 


3052.25 


HINT1 


201922.at 


-0.946723517280923 


0* 


3970.8 


YR-29 


239791_at 


-0.927299942476145 


0* 


54 


H0XB6 


200608_s_at 


0,881421230727578 


0* 


1566.2 


RAD21 


235502_at 


-0.858356821521878 


0 






200093_s_at-HG-U133A 


-0.84958486306905 


0 




HINT1 


205436_s_at 


0.848914256281541 


0 




H2AFX 


22331 8_s_at 


-0.843205304716435 


0 




MGC10974 


200023_s_at - HG-U133B 


-0.834951347999649 


0 




EIF3S5 


201164_s_at 


0.825610572112667 


0 




PUM1 


203345.s_at 


0.823373110066695 


0 




M96 


212251_at - 


0.821052485124022 


0 






218645_at 


-0.816440269243142 


0 




ZNF277 


236728_at 


-0,815324685029762 


0 






21491 1_s_at 


0.812703140168658 


0 






236892_s_al 


-0.810032594833065 


0 




H0XB6 


211950_at 


0.809875752517154 


0* 


1367.5 


RBAF600 


207983_.s_at 


0.808929428489603 » 


0 




STAG2 



909 



wo 03/039443 
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AML complex vs. AML t(8;21) 


samples: 36/13 








accuracy 


1 








confidence 


0.956366908409342 








gene 


signai-to-noise 


P 


decision limit 


gene symbol 


201851.at 


1.64654123030477 


0 




SH3GL1 


228827_at 


-163837794328364 


0* 


277.15 




214651_s.at 


1.52618371146822 


0 




H0XA9 


235521_at 


152417126144756 


0 




H0XA3 


204249_s_at 


1.52365997713542 


0* 


1581.95 


LM02 


203904_x_at 


1.49494399498725 


0 




KAI1 


206940_s_at 


-1.48076766016125 


0 . 




P0U4F1 


211341_at 


-1.47540487159533 


0 




P0U4F1 


209259_s_at 


1.45032016623088 


0 




CSPG6 


212058_at 


1.43907164424644 


0 




KIAA6332 


218677_at 


1.42304726090167 


0 




FU20331 


217983_s.at 


1.41730181206619 


0 




HCS 


206622_at 


-1.41476408655437 


0 




TRH 


200071_at-HG-U133A 


1.4105258517176 


0 




SPF30 


218933_at 


1.38255573216414 


0 




MGC5347 


205528_s_al 


-1.38150242627303 


0 




CBFA2T1 


218331_s.at 


1.3810903886183 


0 




FLJ20360 


202406_s_at 


1.3795610685034 


0 




TIAL1 


220796_x_at 


1.36377544613334 


0 




FLJ14251 


218582.at 


1.35888148459997 


0 




FLJ20445 



910 



wo 03/039443 



PCT/EP02/12303 



AML normal vs. all other 

accuracy 
confidence 

failed: 
gene 

236892_s_at 

228904_at 

239791_at 

205601_s_at 

205600_x.al 

205366_s_at 

230743^at 

206453_at 

214651_8_at 

200679_x.at 

225406_at 

200093_s_at - HG-U133B 

206295.at 

235753_at 

217768_at 

225553_at 

225175_s_at 

200093.s_at - HG-U133A 

21491 1_s_at 

241464 s at 



samples: 62 / 207 

0.895910780669145 

0.964449931704009 

5.14.20,27.30.32.35.37,38.39.42,43,45,48.50,52,53.55,56.57,61 
215,217.219,227,230,254 



signal-to-nolse p 

0.883816204836633 0* 

0.842467327362967 0 

0.82014114184115 0 

0.78108191394345 0 

0.763742762546178 0 

0.755814747220724 0* 

0,685019971063637 0 

0.673160741612025 0 

0.668311761484385 0 

-0.662124332081048 0 

0.660717097117062 0 

0.660005840449192 0 

0.640927517926634 0 

0.637566839566103 0 

0.632918049830813 0 

0.62830766714963 0 

-0.624292365035176 0 

0.621189010096421 0 

-0.615055858265367 . 0 

0.611746504394311 0 



decision limit 
60.95 



322.65 



,213, 

gene symbol 
H0XB6 

H0XB6 
H0XB6 
H0XB5 
H0XB6 

H0XB2 

H0XA9 

HMG1 

TSG 

HINT1 

1L18 

LOC51637 

CTL2 
HINT1 



911 



wo 03/039443 



PCT/EP02/12303 



AMI MAimal we AMI f/ft*04l 

AmU normal VS. MML J\9tAi§ 


samples, o^ / i o 








accuracy 








• 


confidence 


I 








gene 


stgnai-io-noise 


P 


uocision iiniii 


gene syniDoi 


22oo27_at 


. Uo4oU f y 0 f *f f 


u 


10Z.10 




2l4Dol_s_at 


1 .0/ yoof 4byuof o*» 


n 






20552o__S_ai 


-1 .d44d749d420000 


u 




TRCAOTI 
wDrM^ 1 1 


23o753_at 


1 .OOl U1 1 'K3f OOooO 


u 






205529_s_at 


-1 ,49941 401 851 32 


/\ 
u 






211341_at 


-1 .497281 3333234 


u 




rUU4rl 


2u6940_s_at 


-1 .4o3oo3354o4o51 


Q 




rUU'rrI 


209905_at 


1 .46906077761321 


0 




nUAAa 


213160jat 


1 .4660419731 1664 


0 




HOaAIO 


217816_s_at 


1 .452534451 41 557 


0 




pcnp 


219598_s_at 


1 .41 726065845379 


0 






205453_at 


1,38558116676561 


0 




nOXD2 


223498.at 


1.33655832782001 


0 






214000.s_at 


-1.2765364955951 


0 




RGS10 


23581 8_at 


-1.27371437711255 


0 






213844_at 


1.25995066545668 


0 




H0XA5 


235521_at 


1.2540451261169 


0 




H0XA3 


227279_at 


1.2513845109424 


0 




MGC15737 


222448_s_at 


1.24728565933231 


0 




UMP-CMPK 


213147_at 


1.24192806323509 


0 




HOXA10 



912 



wo 03/039443 



PCT/EP02/12303 



AML t(8;21) vs. all other 


samples: 13/256 








accuracy 


0.996282527881041 








confidence 


1 








failed: 


190 








gene 


signal-to-nolse 


P 


decision limit 


gene symbol 


228827_at 


1.85657763737458 


0 






205528_s_at 


1.5282463620506 


0 




CBFA2T1 


206529_s_at 


1.44069436893782 


0* 


157.8 


CBFA2T1 


206622_at 


1.31883260079515 


0 




TRH 


206940_s_at 


1.30418339343969 


0 




P0U4F1 


211341_at 


1.2136561137121 


0 




P0U4F1 


212828_at 


-1.0700065152284 


0 




SYNJ2 


212480.at 


-1.05079328033116 


0 




KIAA0376 


219478_at 


1.04231 267665759 


0 




WFDC1 


219598_s_at 
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Table 30: Analysis of 14 leukemia subgroups and nonnal bone marrow according to the methpdi described by Westfall & 
Ydung. The 500 most significant genes are listed. The raw p value as well as the adjusted p value are shown. Furthermore 
it is indicated whether the genes were also identified as discriminative by the method described by Golub et al. (* most 
important gene in pairwise comparisons, + one of the top 20 significant genes) 
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0.0001 0.0012 EBF 

0.0001 0.0012 

0.0001 0.0012 

0.0001 0.0012 KIAA1857 

0.0001 0.0012 

0.0001 , 0.0012 

0.0001 0.0012 

0.0001 0.0012 

0.0001 0.0012 FU20668 

0.0001 0.0012 

0.0001 0.0012 

0.0001 0.0012 

0.0001 0.0012 

0.0001 0.0012 MGC15437 

0.0001 0.0012 

0.0001 0.0012 

0.0001 0.0012 

0.0001 0.0012 

0.0001 0.0012 

0.0001 0.0012 

0.0001 0.0012 PPP3CC 
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74694_s_at 0.0001 0.0012 FLJ23282 

AFFX*HUMGAPDH/M33197_3.at - 0.0001 0.0012 GAPD 

HG-U133A 



AFFX-HUMGAPDH/M33197_M_at - 


0.0001 


0.0012 GAPD 










4U 1 1 05l_5_al 




0.0001 


0.0013 ITPR3 


OMM^ V af 




0.0001 


0.0013 SH3BP5 






0.0001 


0.0013 CDC25B 






0.0001 


0.0013 LPP 


zuoZoojai 




0.0001 


0.0013 KIAA0355 






0.0001 


0.0013 BCL2 


203932_at 


■+ 


0.0001 


0.0013 HLA-DMB 


2uooi3_at 


+ 


0.0001 


0.0013 TCN1 


2Q90 1 •i^x_ai 


+ 


0.0001 


0.0013 MST1 


20o8D3_at 


+ 


0.0001 


0.0013 S100A12 


2082oo_at 




0.0001 


0.0013 ADAM28 


20o30o_^X__at 


+ 


0.0001 


0.0013 HLA-DRB4 


209075_S_at 




0.0001 


0.0013 NIFU 


209lD7_at 


+ 


0.0001 

1 


0.0013 GPM6B 


OAO^AC M A* 

2U9oOD__S^at 




0.0001 


0.0013 swXpto 


AA A>l a4 


+ 


0.0001 


0.0013 0LR1 


21 U44o^S_ai 




0.0001 


0.0013 P2RX5 


21 UOOo jB^at 




0.0001 


0.0013 GGA2 


21 UTO2_9^ai 


+ 


0.0001 


0.0013 HLA-DRA 


21 2oo2^ai 




0.0001 


0.0013 


21 2*3O0^al 




0.0001 


0.0013 


2129/ 9|^al 




0.0001 


0.0013 KIAA0650 


2129r U_aX 




0.0001 


0.0013 


94 9QftC af 
21 ^909^01 


T 


0.0001 


0.0013 


& i^o9w_at 


X 
T 


0,0001 


0.0013 ABCA5 


21 J49o_x_ai 


+ 


0.0001 


0.0013 GAPD 


215346.at 




0.0001 


0.0013 TNFRSF5 


216218_s_at 




0.0001 


0.0013 PLCL2 


218100_s_at 




0.0001 


0.0013 ESRRBL1 


219734_at 




0,0001 


0.0013 FLJ20174 


22S066_x_at 




0.0001 


0.0013 


225635.s.at 




0.0001 


0.0013 


225640_at 




0.0001 


0.0013 


226641.at 




0.0001 


0.0013 


227817_at 




0.0001 


0.0013 


228029.at 




0.0001 


0,0013 K1AA1 982 


229681.at 




0.0001 


0.0013 
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230803_s_al 




0.0001 


0.0013 DKFZP564B1162 


230917_at 




0.0001 


0.0013 


231793.s_at 




0.0001 


0.0013 CAMK2D 


232739.at 




0.0001 


0.0013 


235401_s_at 




0.0001 


0.0013 FREB 


235753_at 


+ 


0.0001 


0.0013 


23741 1_at 




0.0001 


0 0013 L0C1S351fi 


238516.at 




0.0001 


0.0013 BMPR2 

».vMiw ovniw\^ 


242866_x_at 




0.0001 


0.0013 


243030.at 




0.0001 


0.0013 


266_s_at 


•I* 


0.0001 


0 0013 CMd 


35974_at 


4* 


0.0001 


0 0013 1 RIV/1P 


203057.s_at 




0.0001 


0 0014 PRniUI9 


20510S_at 




0 0001 

w, www 1 


0 Oflid IWIAMOAi 
u.vv l«t IVvMN^^M 1 


210763_x_at 




0.0001 


0 OOld 1 Y1 17 


212569_at 




0.0001 




212886.at 




0.0001 




22133l_x_at 




0 0001 


0 001 d PTl AA 


239292_at 




0 0001 




202052_s_at 




0 0001 

\J,\J\J\J 1 


n ftOIIS RAMA 1 


207734.at 




0.0001 


0 0015 PI 190*^^ 


209822.s_at 




0.0001 


0 0015 Ml ni R 


210299_s_at 




0.0001 


0 0015 Pl-ll 1 


211771_s_at 




0.0001 


0 0015 PniI9P9 


21909O.at 




0.0001 


0 0015 SI C9AA*\ 


219667_s_at 




0.0001 


0 0015 BANK 


226258_at 




0.0001 


0.0015 


227584_at 


+ 


0.0001 


0.0015 


201061_s_at 




0.0001 


0 0017 FPR79 


202863.at 


+ 


0.0001 


0.0017 SP100 


204069.at 


* 


0.0001 


0.0017 MEIS1 


204118_at 




' 0.0001 


0.0017 CD48 


204163_at 




0.0001 


0.0017 EMILIN 


206245_s_at 




0.0001 


0.0017 NS1-BP 


208651_x_at 


-1- 


0.0001 


0 0017 cnoA 


209236.at 




0.0001 


0.0017 


211796_8_at 




0.0001 


0.0017 TRB 


212231_at 




0.0001 


0.0017 FBX021 


213600.at 




0,0001 


0,0017 KIAA0545 


218237.s.at 


+ 


0,0001 


0.0017 SLC38A1 


218814_at 




0.0001 


0.0017 FU10652 


227606_8.at 




0.0001 


0.0017 KIAA1373 
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230877 at 






0 0017 IfiUf^^ 


431794 at 




n nnni 


0 0O17 CTI HA 


200068 fi at«HG-lJ133B 




n nnni 


0 OOlfi PANiy 


900953 fi at 




0 nnni 


n nn<ift /^PKino 

U.UUl o V/V^IMIJ2 


901fi10 s at 




A nnni 

U.UUU1 


u.uuio onoDrO 


909491 at * 




n nnni 
• U.UUUl 


u.uuio loOrO 


90^14!! « at 




U.UUU1 


U.uuio t\lAAUU4U 




+ 


U.UUU1 


U,0Ulo KIAA0942 




T 


t\ nnn4 
U.UUUl 


A An40 Df^l 7 A 

U.UQlo DUL7A 




+ 


U.UUUl 


A AA4a Lit A nODC 

0.0018 nLA-DRB5 


OAAfiQI e at 
A v*tO 51 i_s_ai 




U.UUUl 


A nA4 0 1 f^l^ 




+ 


U.uUUi 


A AA4 0 LJOAP\# 

0.001 8 n2ArY 


9079ftQ at 


+ 


U.UUUl 


A AA4 0 nCCAA 

0,0018 DcrA4 




+ 


0.0001 


A AA«ia til A FNBA 

0.0018 HLA-DRA 






0.0001 


A AA^ta II 40 

0.0018 IL16 






0.0001 


A AA4 a 

0.0018 KIviO 






0.0001 


A A A4 a t/l A 

0.0018 KIAA0746 




+ 


0.0001 


0.0018 AZU1 






0.0001 


0.0018 BRDG1 






0,0001 


0.0018 BACH2 






0.0001 


A A A4 a 1/1 A A O 

0.0018 KIAA171o 


221 ooo^ai 




0.0001 


A AA.I a 

0.0018 


999X77 B a* 

222*17 7^8_^at 




0.0001 


A AA^ a ^TKA^m^n 

0.0018 TM7SF3 


99xen€i a«* 
224QU9_^al 




0.0001 


A AAd a A 

0,0018 CTL2 


99Cl^e at 




n nnn*i 
U.UUUl 


A AA4 0 

U.uuio 


997949 « at 




U.UUUl 


A AA4 0 

U.uuio 


990nfl^ at 


+ 


U.UUUl 


A AAnlO 
0.0018 


9911*143 at 




U.UUU1 


A nA4 0 ion 
U.uuio rlJU2r2 


99fi<>4i at 




U.UUUl 


A AA4 0 
UfUUlO 


99Qiftft at 




U.UUUl 


A AA4 0 

U.uuio 


930'S'«1 at 




n nnni 

U.UUUl 


A nA'in 
u.uuio 


931339 at 




n nnni 

U.UUUl 


A AA4A 
U,UU1 0 


2d277d at 




n nnni 

U.UUUl 


O OOifl QVKIC 9 
U.uuio OTINt-2 


243152 at 




n nnni 

U.UUU 1 


0 nnm 


OX ^0*^9 a* 

24o9o2^at 




0.0001 


0.0018 


38269.at 


+ 


0.0001 


0.0018 PKD2 


200650.s.at 




0.0001 


0.0019 LDHA 


201825.s_at 




0.0001 


0.0019 LOC51097 


205599.at 




0.0001 


0.0019 TRAF1 


212660.at 




0.0001 


0.0019 K1AA0239 


219029.at 




0.0001 


0.0019 FU21657 


222520.8.at 




0.0001 


0.0019 ESRRBL1 



924 



wo 03/039443 



PCT/EP02/12303 



22291 6_8_at + 
224620_s_at 

227900_at + 
236796_at 

236979.at + 



242388_x_at 
242620_s_at 
37831.at 

AFFX-HUMGAPDH/M33197.M.at - 

HG-U133B 

205624_at 

209369_at 

214761_at + 

218531_at 

227568.at 

230834.at 

230986.at 

235023.at 

235982.at 

201362_at 

202080_s_at + 

202606_s_at 

204205.at 

204351.at + 

205223_at 

205414_s_at 

208302_at 

209365.s.at 

211602_s_at 

211883_x_at 

211889.x_at 

212012_at -i- 
213370_s.at 

218589.at + 

219221_at 

223321_s_at 

223894_s_at + 

22481 l.at 

22501 9_at 

225917_at 

226043.at 

226252.at 



0.0001 0.0019 BANK 

0.0001 0.0019 MGC13168 

0.0001 0.0019 

0.0001 0.0019 

0.0001 0.0019 

0.0001 0.0019 

0.0001 0.0019 • 

0.0001 0.0019 KIAA0545 

0.0001 0.0019 CARD 

0,0001 0.002 CPAS 

0.0001 0.002 ANXA3 

0.0001 0.002 OAZ 

0.0001 0.002 FU21749 

0.0001 0.002 

0.0001 - 0.002 
0.0001 0.002 
0.0001 0.002 
0.0001 0.002 FCRH1 

0.0001 0.0021 NS1-BP 

0.0001 0,0021 KIAA1042 

0,0001 0.0021 TLK1 

0.0001 0.0021 MDS019 

0.0001 0.0021 S100P 

0.0001 0.0021 KIAA0645 

0.0001 0.0021 KIAA0672 
0.0001 » 0.0021 HB-1 

0.0001 0.0021 ECM1 

0.0001 0.0021 PFTK1 

0.0001 0.0021 CEACAM1 

0.0001 0.0021 CEACAM1 

0.0001 0.0021 D2S448 

0.0001 0.0021 DKFZP434L243 

0,0001 0.0021 P2Y6 

0.0001 0.0021 FLJ22332 
0.0001 0.0021 FGFRL1 

0.0001 0.0021 FTS 
0.0001 0.0021 
0.0001 0.0021 CAMK2D 

0.0001 0.0021 DKFZp762B226 

0.0001 0.0021 AGS3 

0.0001 0.0021 
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226560.at 
227998_at 
229001.at 
230689_at 
231418_at 
239054_at 
243362 s at 



6.0001 

0.0001 
0.0001 
0.0001 
0.0001 
0.0001 

+ 0.0001 



0.0021 

0.0021 MGC17528 

0.0021 

0.0021 

0.0021 MS4A2 
0.0021 
0.0021 LEF1 
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Table 31a: In total 46 cases of ALL were analyzed. 44 of 46 cases (95.7%) were assigned to the correct ALL 
subtype in all pairwise comparisons. The sensitivity indicated for each subgroup Indicates the percentage of 
cases of the specific subgroup identified correctly In all pairwise comparisons. The specificity indicates for 
each subgroup the percentage of correct assignments to this subgroup. 

5 





ALLt(4;11) 


ALL t(8;14) 


ALL B not 
Ph 


ALL Ph 


T-ALL 


total 


sensitivity % 


specificity % 


ALLt(4;11) 












9 


100.00 


100.00 


ALLt(8;14) 










4 


100.00 


100.00 


ALL B not 
Ph 








1 




9 


88.89 


88.89 


ALL Ph 












15 


93.33 


93.33 


T-ALL 












9 


100.00 


' 100.00 


total 


9 


4 


9 


16 


9 


46 

• 







10 
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T^Ue 31b: In total 184 Individual assignments of ALL were analyzed. 182 of 184 asslgnnients (98.9%) were 
correct The sensitivity indicated for each subgroup indicates the percentage of correct assignments fbr 
cases of the specific subgroup In pairwise comparisons. The specificity indicates fbr each subgroup the 
percentage of coirect assignments to this subgroup. 



ALLt(4;11)ALLt(8;14)ALL B not ALL Ph T-ALL total sensitivity Specificity 
Ph % % 



ALLt(4;11) 

ALLt(8:14) 

ALL B not Ph 

ALLPh 

T-ALL 

total 





36 100.00 100.00 



16 100.00 100.00 



36 97.22 97.22 



' 60 98.33 98.33 



36 100.00 100.00 



36 



16 



36 60 36 184 
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Table 32: Analysis of 5 ALL subtypes according to the method described by Golub et al. 



ALL 



ALL t(4;11) 
ALL t(8;14) 
ALL B not Ph 
ALL Ph 
TnALL 



n 
9 
4 
9 
16 



ALLt(4;11)vs. all other 

Accuracy 

Confidence 

Gene 

219033_at 

219463_at 

204069_at 

237431_at 

205899_at 

221969_at 

225592_at 

242414_at 

225563_at 

201106.at 

243756_at 

213894_at 

215925_s_at 

228083_at 

204044_at 

209170_s_at 

209168_at 

210934_at 

238750_at 

224681_at 



samples: 9/ 37 

1 

1 

signal-to-nolse 

3,20704240055607 

2.92935553285382 

2.82114201903624 

2.55145965416011 

2.08001706361176 

2.05226504657001 

1.98551092155834 

1.90103345468382 

1.85734510779608 

1.84845429911833 

1.82938790694615 

1.79258061939732 

1.74909667158721 

1.74681828228852 

1.72555848313614 

1.69865585409382 

1.67497314565832 

1.66143224232084 

1.59639718466905 

1.58202928459614 



p decision )imtt 

0* 2553.55 

0 

0 

0 

0 

0 

0 

0 

0 

0 

0 

0 

0 

0 

0 

0 

0 

0 

0 

0 



gene symbol 
FLJ21308 
C20orf103 
MEIS1 

CCNA1 

PAX5 

NRI^ 



LGALS1 
K1AA0960 



QPRT 
GPiy/l6B 
GPM6B 
BLK 



GNA12 
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ALLt(4;11)v8. ALLt(8;14) 


samples: 9/4 








accuracy 


1 








confidence » 


1 








gene 


signal-to-noise 


P 


decision limit 


gene symbol 


210045_al 


6.76734853184964 


0* 


142.15 


1DH2 


240106_at 


6.10571301118426 


0 






202853.s_at 


^.88804457870992 


0 




RYK 


242434_at 


-6.60754470569171 


0 






237431_at 


6.31661820706767 


0 






201540_at 


4.94655082712075 


0 




FHL1 


2158S5_s_at 


4.71299810202736 


0 






212357_al 


4.18767818184794 


0 




. K1AA0280 


204798,at 


4.12313508850913 


0 




MYB 


226795_at 


4.12248256776444 


0 






77508_r_at 


4.0317985345148 


0 




FU23282 


46142_at 


3.95748459279267 


0 




FLJ12681 


225277_at 


3.7552029934786 


0 






210934_at 


3.72127171897839 


0 




BLK 


215537_x.at 


3.53324247477066 


0 






232201 _at 


3.50091671488931 


0 




NKD2 


214505_s_at 


3.42260996379197 


0 




FHL1 


244261_at 


3.40910490910101 


0 






208614_s_at 


3.34565043119022 


0 




FLNB 


210298_x_at 


3.30171221592859 


0 




FHL1 
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ALL 1(4,1 J ) VS. ALL D nOt Pn 


samples: 9 / 9 








accuracy 


1 








confidenca 


1 








gene 


signal-to-noise 


P 


decision iimit 


gene symbol 


23743i_at 


5.31661820706767 


0* 


49 


t 


219033_at 


3.19032095561144 


0 




FLJ21308 


2194o3_at 


2.69667768562793 


0 




C20orf103 


204069_at 


2.54127866831197 


0 




l\/IEiS1 


201105_at 


2.30596776500018 


0 




LGALS1 


200907_s_al 


2.19034049161844 


0 




KtAA0992 


24241 4_at 


2.08870062415486 


0 






222492_at 


-2.04226084466602 


0 




FU21324 


230441_at 


-2.03717805375486 


0 






235291 _s_at 


2.0210425168076 


0 






225592_at 


2.01329642963674 


0 




Ni^ 


200906_s_at 


1.9632986862999 


0 






201163.s_at 


1.93254941630797 


0 




IVIBNL 


201152_s_at 


1.93227192981893 


0 




MBNL 


241985_at 


-1.91875000661653 


0 






213894^at 


1.89533012552966 


0 




K1AA0960 


243756_at 


1.82938790694615 


0 






225563.at 


1.82046495626766 


0 






232231^at 


1.8138577510169 


0 






240581_at 


1.80942675017411 


0 
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ALLt(4:11)vs ALLPh 










accuracy 

WWMI IliWJf 


4 

1 








confidence 

WWI II IU9I IWO 


4 

1 








1 

gen6 


signal-to»nois0 


P 


decision limit 


gene symbol 


204069_at 


O.O 1 1 iOoOOOOoD^KS 


0* 


482.55 


MEISI 


219033 at 


o.24/oo4oooo7293 


0 




FLJ21308 


219463 ai 


2. /OO032591 461 78 


0 




C20orf103 


221969 at 


2.44 1 6835946504 


0 




PAX5 


201874 at 


^.ooUO/oo72791 98 


0 




FU21047 


i / W__S_^al 


2.31526351178702 


0 




GPM6B 




2.23629715560156 


0 




LLT1 


905899 at 


2.2337531 1 954146 


0 




. CCNA1 


942414 at 


2.21 567202901 383 


0 








2.10144186601662 


0 




D12S2489E 


205055 at 


2.04951 65001 3049 


0 




ITGAE 


209168_al 


2.02899949049115 


0 




GPM6B 


226939.at 


1.99568402107224 


0 






209354_at 


-1.9938191217443 


0 




TNFRSF14 


200906_s_at 


1.9632986862999 


0 






225563_at 


1,88712595721941 


0 






237431_at 


1.87880985981148 


0 






3421 O^at 


-1.86187594200254 


0 




CDW52 


202853_s_at 


-1.84984316383277 


0 




RYK 


209167_at 


1.84829764568262 


0 




GPM6B 
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ALL H**, 1 1 ; VS, 1 -ALL 


samples: 9/9 








accuracy 


1 








confidence 


1 








gono 


signal-to-noise 


P 


decision limit 


gene symbol 




5.83664657385464 


0* 


1301 


PAX5 • 


237431 _at 


5.31661820706767 


0 






Zi 3772_S^at 


4.80540935532116 


0 




GGA2 


219463jat 


3.9253737114322 


0 




C20orf103 


210934_at 


3.72127171897839 


0 




BLK 


242292_at 


•3.53231266693437 


0 






226496_at 


3.49024496949904 


0 






244261_at 


3.40910490910101 


0 






205640_at 


3.04308419050975 


0 




ALDH3B1 


219033_at 


3.03434195473282 


0 




FLJ21308 


209168_at 


3,02932118514235 


0 




GPM6B 


205821_al 


2.9956567374574 


0 




D12S2489E 


236706_at 


2.99518505957364 


0 




CPM 


225592.at 


2.98114633774562 


0 




NRM 


22531 4_at 


•2.87525509857994 


0 






209170_s„at 


2.832580891342 


0 




GPM6B 


215926.s_at 


2.79328349720245 


0 






204069_at 


2.67025815490556 


0 




MEIS1 


210192_at 


2.63764031456982 


0 




ATP8A1 


217080.s_at 


2.60699026264913 


0 




H0MER-2B 
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ALLt(8;14} vs. all other 


saiTiDles* 4 / 49 






accuracy 








confidence 








gene 


sional^teanoisA 


P 


aecision iimii 9®"® symDOl 


225277_at ' 




u 




22821 1_at 




U 
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T-ALL vs. all other 
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Table 33: Analysis of 5 ALL subgroups according to the method described by Westfall <& Yo^ng. The 23 significant genes 
aVe listed. The raw p value as well as the adjusted p value are shown. Furthermore it is indicated whether the genes were 
also identified as discriminative by the method described by Golub et aL (* most important gene in pairwise comparisons, 
+ one of the top 20 significant genes) 
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Table 34a: In total 173 cases of AML were analyzed. 160 of 174 cases (92.5%) were assigned to the conrect 
AML subtype In all palrwise comparisons. The sensitivity indicated for each subgroup Indicates the 
percentage of cases of the specific subgroup identified correctly In all pairwise comparisons. The specificity 
indicates for each subgroup the percentage of correct assignments to this subgroup. 
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Table 34b: In total 1211 Individual assignments of AML were analyzed. 1198 of 1211. assignments (98.9%) 
were correct The sensitivity Indicated for each subgroup Indicates the percentage of correct assignments 
for cases of the specific subgroup In pairwise comparisons. The specificity Indicates for each subgroup the 
percentage of correct assignments to this subgroup. 
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Table 35: Analysis of 8 AML subtypes according to the metiiod described by Golub et al. 
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0.741371207542559 


0 






212449.s_at 


0.729872362915738 


0 




LYPLA1 


231981.at 


0.722528507843912 


0* 


199.8 




218482_at 


0.71984358195818 


0 




DC6 


224076_s_at 


0.717538242394189 


0 




WHSC1L1 


231101_at 


-0.7149698250146 


0 




PPP2R5E 



947 



wo 03/039443 



PCT/EP02/12303 



irtsomy 8 vs. other aberrant 


samples: 10/5 






accuracy 


1 






confidence 


1 






gene 


signal-tOHfioise 


p ucuision iifiiii 


nan A ^Ufflhol 


229848_at 


-2.61 49749287401 7 


U oo./ 


7KIPin • 


239538_at 


-2.226989579251 09 


U 




23071 3_at 


-2. 1 6807291 296049 


o 
U 




209490_s.at 


-2.0861 3392690798 


U 


PPT9 


229362.at 


-2.0821284659189 


0 




225073_at 


-2.06488846603302 


0 




239699_s_at 


-2,02729155150144 


0 




242363_at 


-1.94643377690021 


0 




201974_s.at 


-1.88600099933531 


0 




219027_s_at 


• -1.86639067868364 


0 


lviY09A 


234643_x_at 


1,78480980429735 


0 




236837_x_at 


-1 .7783166983573 


U 




226783_at 


-1.75409747751331 


0 




238039.at 


-1.74203897189399 


0.01 




224044_at 


• -1.72117511206513 


0.01 


FU11040 


226324_s_at 


-1.71772128724622 


0 


SLB 


227587_at 


-1.71651011254536 


0 


MGC15906 


229637_at 


-1.71361022272893 


0.01 




227744_s_at 


-1.70786273052662 


0 


HNRPD 


635_s_at 


1.25062226167699 


0 


PPP2R5B 



948 



wo 03/039443 



PCT/EP02/12303 



trisomy 8 vs. complex 


samples: 10/36 






accuracy 


1 






confidence 


0.855027999708228 






gene 


signal-to-noise 


P 


decision limit gene symbol 


222229_x_at 


1.233321378*97808 


0 




208697_s_al 


1.15066098039301 


0 


EIF3S6 


205849_s_at 


1.14869307530221 


0 


UQCRB 


212586,at 


1.11153173777253 


0* 


1231.4 ARTS-1 


208646_at 


1.07422424644875 


0 




230795.at 


-1.06732853628123 


0 


H4F2 


202746„at 


-1.03422849717783 


0 




226545_at 


-1.00972156245463 


0* 


100.15 


222166_at 


-0.999828982909011 


0* 


1 


210715.s_.at 


-0.978857795907469 


0* 


573.3 SPINT2 


228652.at 


-0.974511468277957 


0 




217979_at 


-0.973647566321829 


0* 


234.35 NET-6 


201548_s_at 


-0.970651188910704 


0* 


289.85 PLU-1 


202747_s_at 


-0.952100249128964 


0 


ITM2A 


201602_8_at 


-0.951073671804128 


0 


PPP1R12A 


205674^x_at 


-0.945871996779656 


0 


FXYD2 


244740_at 


-0.942099475768156 


0 




219518_s_at 


-0.938970502867646 


0 


FLJ22637 


227249.at 


-0.931085853722028 


0 


NUDE1 



949 



I 



wo 03/039443 



PCT/EP02/12303 



trisomy 8 vs. normal 


samples: 10/62 








accuracy 


0.944444444444444 








confidence 


1 








failed: 


1.2.3.5 








gene 


8lgnal-to-noise 


P 


decision lindt 


gene symbol 


214394_)L.at 


1,16270137582694 


0 




FLJ20897 


235124_at 


-1.01432223685267 


0 






203007_x_at 


0.983414984588329 


0 






208781_at 


-0.970185909793454 


0 




DNAJC4 


242975_s.at 


-0.968085578079267 


0 




GNAS 


203110_at 


0.964568800558985 


0 




PTK2B 


212251_at 


0.940237396721025 


0* 


4073.8 




225406.at 


-0.932943214378223 


0 




TSG 


234726.s„at 


' -0.900642735364519 


0 






218482_at 


0:893526812115568 


0 




DC6 


237291_at 


-0.889981273455646 


0 






235647_at 


-0.884166779739501 


0 






236837_x_at 


-0.866101703732076 


0.01 






222166.at 


-0.864343877506541 


o' 






225889_at 


-0.864142405574917 


0 






217994.x_at 


^.85609014416877 


0 






203602_s_at 


-0.841071963439903 


0 




ZNF161 


228092_al 


-0.837138335753897 


0 






224804_s_at 


-0.83110664616695 


0 




FU00005 


212250_at 


0.827294640416809 


0 







950 



wo 03/039443 



PCT/EP02/12303 



UI9Wlliy O V9> l^O|«> 1 f 


samples: 10/13 










1 








wunriuoTiCB 


1 








norm 


1 

slgnal-to*noise 


P 


deciston llinit 


gene syml: 




-2.u34o079o74720o 


0 


162.15 


• 


^UO 1 00_jCli 


1.98171895993959 


0 




B3GNT6 




1 .87499941 760774 


0 




CRAT 




1 .772370425931 37 


0 








1.70313290894867 


0 




ARTS-1 




1,69811663165145 


0 




pcnp 




1.68534097481951 


0 




NSD1 




1.66453119103938 


0 








1.64609943226078 


0 




WBSCR5 




-1 .64467496425566 


0 




CBFA2T1 


211341_at 


-1.63310072579237 


0 




P0U4F1 


212250_at 


1.62854737716103 


0 






206940_s_at 


-1.60737424398258 


0 




P0U4F1 


206529_s_at 


-1.591491111664 


0 




CBFA2T1 


213150_at 


1,57881564631984 


0 




HOXA10 


214394_x_at 


1.67039311243451 


0 




FLJ20897 


212895_s_at 


1.56878968456679 


0 




ABR 


218341_at 


1.53928870336148 


0 




FLJ11838 


204249_s_at 


1.52597204656408 


0 




LM02 


214661_s_at 


1.52240931149048 


0 




H0XA9 



951 



wo 03/039443 



PCT/EP02/12303 



uisorny o vs. i^i 0,1 / j 


cflfnnloQ* in/ Ofl 








accuracy 


4 

1 








cormaencs 


1 








gono 


Signal "lOHioise 


P 


utsdaioii iiiiiii 








u 




V.» 1 ovv 


212953_X_at 




u 






23o7o7_,at 




u 






20u9o2^s^at 


-Z. ObOgO^ f 0 1 41 wo 


u 






205624_at 


-2 . oo4<3Uo4b2 iDfHO 


U 






3o4o7_at 


-2.oo2ol o22o941 7o 


u 




r L J 1 ^*t*fA 


20561 4_x_at 


-2.24o4o1 3U71 91 91 


u 




IVlO 1 J 


2067o1_at 


-2.2UOU1 o9997o3oo 


0 




1 AU 1 lUC 


216320_x_at 


-2. 1 6690689445934 


0 






224794_s_at 


-2.1 4479331 91 0386 


0 




1 O^C4 4Ati 


233072_at 


-2.07721746169547 


0 




KIAAlo57 


221004_s_at 


-2.05892662897696 


0 




ITM3 


227326_at 


-2.04924504239987 


0 






221980_at 


-2.01752809990056 


0 






225547_at 


' 1,98126007880124 


0 ' 






210146_at 


1.95455412087558 


0 




PLA2G4A 


212509_s_at 


-1.92046303571342 


0 






209344.al 


-1.90906303754685 


0 




TPM4 


201029_8_at 


-1.87538506046111 


0 




MIC2 



952 



wo 03/039443 



PCT/EP02/12303 



trisomy 8 vs. Inv(16) 


samples: 10/12 








accuracy 


1 








confidence 










gene 


signal -to-nolse 


P 


decision limit 


gene symbol 


233138_at 


-3.4735123827114 


0* 


54.25 


t 


209365_s_at 


-3.00986865470169 


0 




ECM1 


202283_at 


-2.6160707896185 


0 




SERPINF1 


218942_al 


2.45751904192227 


0 




FU22055 


201828_x_at 


2.21365274281998 


0 




CXX1 


200951_s_at 


-2.02357943949022 


0 




CCND2 


226120_at 


2.01082486261142 


0 




LOC123016 


203188_at 


1.9379696222037 


0 




B3GNT6 


202085_at 


1.9147903697218 


0 




TJP2 


206135_at 


-1.90877055638373 


0 




KIAA0535 


210024_s_at 


1.90335978018863 


0 




UBE2E3 


204861_at 


-1.83776082826379 


0 




CDW52 


241525.at 


-1.83006374766269 


0 






20871 0_s_al 


1.80896001968559 


0 




AP3D1 


3421 O^at 


-1.75572696362264 


0 




CDW52 


201497_x_at 


-1.74852845185764 


0 




MYH11 


212236_x_at 


-1.74679406476776 


0 






213810_s_at 


-1.69077455623534 


0 




FU10342 


212250.at 


1.62885302351785 


0 






202370_s_at 


1.61951331078439 


0 




CBFB 



953 



wo 03/039443 PCT/EP02/12303 



u ibuiny o V9. iviUL 










accuracy 


1 c 








conna9nc8 


U. OOO9U/ ^UOo f 0 










SI 9nal"1DniOI50 


P 


HA^lfilAit II unit 
uaClolOn llillll 


nan A einnhAl 






u 




V/l u 




1 .4f iCOZO^cDO 1 OUOD 


U 










U 






2U5oOOjat 


1 .09004001 10/9/0 


n 
U 






22o70ujat 


1 .o941 94o09o792o 


U 






2o472o_S_at 


-1 .oq2o79229ooo1o 








20261 9_s_at 


1 .34323o772o0d23 


0 




rLUD2 


205453_at 


1 .295201 1 1 o399o7 


0 




riOAD2 


202o2o_at 


1 .2o2oo32o31 1 509 


0 




TUtBI 


210749_Xjat 


' 1 . 2oo937oa929o 1 o 


0 




or^D 4 
DUKl 


227786_at 


1 .24020773870069 


0 




TRAP20 


212479.s_al 


1.23922427261637 


0* 


437.3 


FLJ13910 


219312_s_at 


1.21983738431425 


0 




RINZF 


218172_s_at 


1.21403337241271 


0* 


285.95 


PR02577 


200867_at 


1.2110165320696 


0*' 


531 




202956_at 


1.21043821718201 


0* 


550.6 


BIG1 


213902_at 


1.19710457307816 


0 




ASAH 


239597.at 


-1.19444081572455 


0 






214789.x_at 


1.19367799101574 


0 




SRP46 


203053 at 


1.18683041233911 


0 




BCAS2 



954 



wo 03/039443 



PCT/EP02/12303 



other aberrant vs. all other 


samples: 5/168 








accuracy 


0.994219663179191 








confidence 


0.899486235418654 








failed: 


4 








gene 


signal-to-nolse 


P 


decision limit 


gene symbol 


233328_x_at 


-1.52904798962408 


0.01 






219156_at 


1.27140814977495 


0 




FU11271 


214310_s_at 


-1.27139871979195 


0 




ZFPL1 


229003_x_at 


-1.20449873883071 


0 






213725_x_at 


1.1911680827765 


0 






236648_at 


1.15777539407154 


0* 


1 




226634_at 


1.15695756502745 


0 






224664„at 


1.14829275512581 


0 






219337_at 


-1.09306764196133 


0 




FLJ20584 


228660_x_al 


109254562955252 


0* 


82 


SEMA4F 


217375_at 


-1.08474018637782 


0 






219027_s_at 


1.0790791377144 


0 




MY09A 


239538^at 


1.07873188809285 


0 






203796_s_at 


1.04936325547633 


0 




BCL7A 


211918_x_at 


-1.04651632950823 


0.01 




PLAC3 


241795_at 


-1.04488187252 


0 






222147_s_at 


-1.02048867081398 


0.01 






227206_at 


-1.01633702093738 


0.01 






635_s.at 


-1.01612668262432 


0 




PPP2R5B 



955 



wo 03/039443 



PCT/EP02/12303 



other aberrant vs. complex 


samples, o / oo 








accuracy 


0.975o0975o09 ( Obi 








confidence 


0.9901 41 a9ol 








failed: 


2 








gene 


signal-to-noise 


P 


aQcision iiinre 


A All A fiwmhnl 
Igjonv siyniMwi 


226804_at 


1 .56382089574999 


A 
U 






211819_s_at 


-1 .452971 62934009 


U 


1 


onou3 


233328_x_at 


-1 .44097598487297 


0 


1 




229003_x_at 


-1 .40901 32701 4506 




A 

1 




22371 2_at 


1 .36997409793585 


0 






636_s_at 


A O Vlrt>IOAOAAAO<l 

-1 .349420299031 22 


n 
U 






231002_s_at 


1.3258291286036 


0 




Ml IDdfi 

IMUrdo 


241734_at 


1.32533459318655 


0 


• 




201530_x_at 


1.3093371019822 


0 






211918_x_at 


-1 .302641 050371 78 


/\ A4 

0.01 




Dt APQ 
rUAOo 


222229_x_at 


1 .21 42221 oo31 9 


A 

u 






231945.at 


-1.2091074222176 


0.01 




K1AA1276 


202160_s_at 


-1.2052224977219 


0 




HEF1 


212171_x_at 


-1.20353762848401 


0* 




VEGF 


214310_.s_at 


-1.19546833367549 


0 




ZFPL1 


219337_at 


-1.19331909893746 


0 




FLJ20684 


235263_at 


1.19244840508646 


0 




DKF2P434A0131 


233196_at 


-1.19077762820993 


0 






210817_s_at 


1.17387606136163 


0 




NDP52 



956 



wo 03/039443 



PCT/EP02/12303 



other aberrant vs. normal 


samples: 5 / 62 








accuracy 


0.985074626865672 








confidence 


, 0.991986319540221 








failed: 


4 








gene 


signal-to-noise 


P 


decision limit 


gene symboi 


233328^x_at 


-19106472582954 


0* 


1 




220924_s.at 


1.36395677335271 


0 




SLC38A2 


213726.x.at 


1.33852421412964 


0* 


1096.35 




229003^x.at 


-1.33766416205182 


0 






207067_at 


1.32428111403211 


0 




SLC16A7 


239393_at 


1.30248902092406 


0 






218041.x_at 


1.28800254801096 


0 




PRO1068 


219156_at 


1.27488096632736 


0 




FU11271 


227206_at 


-1.24583383572442 


0 






217375_at 


-1.22806408433652 


0.01 






219337_at 


-1.22223242666913 


0.01 




FU20584 


214894_x_at 


1.21435713598714 


0 




IVIACFI 


225452_at 


1.19358949672009 


0 




PPARBP 


205316_at 


1.18925500392873 


0 




SLC15A2 


212469_at 


1.17704907364629 


0 




1DN3 


21431 O^s^at 


-1.176580899867 


0.01 




ZFPL1 


226634_at 


1.15416325511173 


0 






234132_at 


-1.14588852496026 


0.01 






215115_x_at 


-1.14294381059057 


0 




NTRK3 


45633_at 


0.924726636126963 


0 




FLJ13912 



957 



wo 03/039443 



PCT/EP02/12303 



other aberrant vs. t(8;21) 


samples, o / lo 








accuracy 


1 








conficlence 


1 








gene 


signal-to-noise 


P 


HAf^lelnn limit 




221770_at 


7.991500222551 16 


0 


oo.o 


RPP 


205607„s_at 


5.76670522441814 


0 






226670_at 


3.48256306910835 


0 






34689_at 


3.47855359314813 


0 




IKtAl 


203796_s_al 


3.25650613162099 


0 




DULf A 


226634_at 


3.21064553321956 


0 






232127_at 


2.70698092772246 


0.01 






200659.s_at 


2.68716126436031 


0 




PHB 


202288_at 


2.6425819500005 


0 




FRAP! 


234005.x_at 


2.64219114616805 


0 




O 1 l\wO 


212309_at 


2.52957598578167 


0 






221206_at 


2.4774418396665 


0 






222163_s_at 


2.44259488401336 


0 




MGC5347 


210128„s_at 


2.40486023166818 


0 




LTB4R 


242448_at 


2.40485463677367 


0 


1 




212895_s_at 


2.38453513890117 


0 




ABR 


213313_at 


2.35617502073221 


0 




GAPCENA 


220796_x_at 


2.33914050862301 


0 




FU14251 


242363_at 


2.29793881298951 


0 






225902_at 


2.28202551140514 


0 







958 



wo 03/039443 



PCT/EP02/12303 



other aberrant vs, t(15;17) 

accurac/ 

confidence 

gene 

213716_s_at 

235483_at 

224664.at 

214310_s_at 

38487_at 

210128_s_at 

214450_at 

209428_s_at 

233328_x_at 

201034_at 

212953_x_at 

201753_s_at 

208629.s_at 

205668.at 

229937_x_at 

227701_at 

203948_s_at 

219280_at 

227999.81 



samples: 5 / 20 

1 

1 

signal-to-noise p 

5.68177086653034 0* 

3.71724867723855 0 

3.45876495264879 0 

-3.345175974803 0 

-3.26848789132101 0 

3.21387420114625 0 

-3.16199946091496 0 

-2.91976796793381 0 

-2.90760586187832 0 

2.88463519708491 0 

-2.71444362815032 0 

2.7070306360752 0 

-2.67288815920275 0 

2.67287531876386 0 

2.57076096076482 0 

2.49972617912329 0 

-2.49051133555807 0 

2.49000744284001 0 

2.46891417509171 0 



decision limit gene symbol 
124.76 SECTM1 

• 

ZFPL1 
FLJ12442 
LTB4R 
CTSW 
. 2FPL1 

ADD3 

CALR 

ADD3 

HADHA 

LY75 



MPO 

WDR9 

LOC170394 



959 



wo 03/039443 



PCT/EP02/12303 



other aberrant vs. inv(16) 


samples, oi 




accuracy 


1 




confidence 


1 




gene 


slQnai-to-noise 


n 
H 


227224_at 


4.527300021 351 oo 


n* 


212469_at 


4.425o99o0oo7 f 


n 

w 


229003_x_at 


-3.9000526ooOoo9 / 


n 
u 


239638_at 


3.74361 1 73339824 


0 


216399_s_at 


3.5206821287331 


u 


223471_at 


3.22276962259045 


VJ 


201338_x_at 


3. 1 68562821 28268 


A 
U 


231926_at 


3. 1 5052042879849 


u 


202370_s_lat 


3.09376701617797 


U 


224664_al 


3.04111626168471 


U 


204858_s_at 


-2.96720397760981 


U 


227701_at 


2.92458o9o03o0oo 


0 
u 


212686_at 


2.82379160235424 


0 


242525_at 


2.80598603189029 


0 


211824.x_at 


-2.77113099215966 


0 


218259_al 


2.6673432505011 


0 


229848_at 


2.61497492874017 


0 


238791.at 


2.55306211995074 


0 


212287.at 


2.52556127587716 


0 


205056_at 


2.49589801203404 


0 



decision limit gene symbol 

67.25 

IDN3 • 



GTF3A 

CBFB 

ECGF1 

KIAA1157 

DEFCAP 

KIAA1243 

ZNF10 

JJAZ1 
ITGAE 



960 



wo 03/039443 



PCT/EP02/12303 



other aberrant vs. MLL 


samples: 5/ 15 








accuracy 


1 








confidence • 


1 






gene symbol 


gene 


signal-to-nolse 


P 


decision iimlt 


232125.at 


2.83634822109321 


0* 


10.45 




222335_at 


2.80079072544706 


0 






203593_at 


2.50443810972067 


0 




CD2AP 


220924_s_at 


2.44940338874045 


0 




SLC38A2 


234680.at 


2.36473818619324 


0 




ATE1 


228328_at 


2.2823093126082 


0 






203177_x_at 


2.20405255989013 


0 




TFAM 


218041_x_at 


2.19960407203391 


0 


• 


PRO1068 


222982_x_at 


2.1706009156018 


0 




SLC38A2 


240201_at 


2.17038421694015 


0 






223401.at 


2.1574569971375 


0 




MDS006 


207057_at 


2.10339239461692 


0 




SLC16A7 


218499_at 


2.08679728034545 


0 




MST4 


231926.at 


2.03322303603834 


0 






202926.at 


2.01182753157743 


0 




NAG 


216399_s_at 


1.98784990984825 


0 






212549_at 


1.98266739917742 


0 






203897_at 


1,95412833774499 


0 




LOC57149 


226741_at 


1.94025028754913 


0 




LOC51234 


243154.at 


1.93816368688103 


0 







961 



wo 03/039443 



PCT/EP02/12303 



cumpisx VS. ail uuior 


aaiiii^ies* wo/ lor 








accuracy 


0 61 fi4971 Odd 








COnTluQnCo 


U*9 1 *rU90U 1 w 1 w*t 1 w& 








Taiiea. 


9 Q 1 9 1 4 1 Q 9^ 30 33 36 










Sl^nal'lO'ilOloB 


P 


decifiion limit 

\4«WI9IVII III lilt 


aono svnibi 




_n Q771 1 3'l33fl47Afl*\ 


0 

\i 






22331 o_S_at 


^ fiTi 'I^A39'WAft9A9 


ft 

1/ 






200o0o_.s_at 


U.OOgOOl f 


n* 

u 




RAD21 


2U90c5O_X__at 


ft ft977*^<?n479*5«i74 
U.O^/ f 0*fOU*f f ZOl 1 *t 


n* 






201 377_at 




n 
u 






214700_x_at 


0.01009001 Of o4ooo 


A 

U 






227056_at 


-ft flftQ<l CPCQOTQfiQOQ 


A 
U 






201 164_8_at 


ft Qftli>IQ'l OTOOOil*5ft7 

U.OU049 1 Of ^Z24^U f 


A 

u 




PI imii 


20241 3_s_at 


ft TQAQRCiAAAt^^OO.^y 

U. A y4ooo*i44oi^o J f 


A 
U 






209523_at 


0. 7947339oo0oo209 


A 
U 






205382_s_at 


-0, 7ooo01 22924u9oo 


A 

u 




Ur 


213452_at 


0.7o32doQ230471 73 


A 
U 






203904.x_al 


0.761563303490256 


0 




KAI1 


212629_s_at 


0.758597736815579 


0 


1 


PRKCL2 


219793_at 


0.753945866377937 


0 




SNX16 


200093_s_at - HG-U133B 


-0.7505060474584 


0 




HINT1 


225065_x_at 


-0.740661806635393 


0 






210053_at 


0.737429178254302 


0 




TAF5 


209259_s_at 


0.734770265079843 


0 




CSPG6 


209023_s„at 


0.732408586508097 


0 




STAG2 



962 



wo 03/039443 



PCT/EP02/12303 



complex vs. normal 


samples: 36 / 62 






accuracy 


0.959183673469388 






confidence 


0.816646490079598 






failed: 


9.23.36,88 






gene 


elgnal-to-noise 


P 


decision limit gene symboi 


222229_x_at 


-1.12052810135302 


0 




227056.at 


-1.02600466720905 


0 


KIAA0141 


201922.at 


-0.972449400267713 


0* 


3970.8 YR-29 


200093.8_at - HG-U1 33B 


-0.968640220043115 


0 


HINT1 


239791_at 


-0.927299942476145 


0* 


54 H0XB6 


200608_s_at 


0.882207986996843 


0* 


1566.2 RAD21 


235502_at 


-0.870929654024877 


0 




22331 8_s_at 


-o' 8674242981 37502 


0 


MGC10974 


200023.8_at - HG-U133B 


-0.86661263717398 


0 


EIF3S5 


200093_s„at - HG-U133A 


-0,86073091922176 


0 


HINT1 


218645_at 


-0.842132977275412 


0 


ZNF277 


213846_at 


-0,824280554924366 


0 


C0X7C 


236728.at 


-0.819459743485574 


0 




236892_s_at 


-0.810032594833065 


0 


H0XB6 


241395„at 


-0.806502754696553 


0 




211950_at 


0.803157394705844 


0* 


1367.5 • RBAF600 


203345_s_at 


0.79268995247901 


0 


M96 


231277 jc^at 


-0.79165327189793 


0 




212251_at 


0.787798207070077 


0 





963 



wo 03/039443 



PCT/EP02/12303 



complex vs. t(8;21) 


samples: 38/13 








accuracy 


1 








confidence 


0.956366908409342 








gene 


signal-to-noise 


P 


decision llnrut 


gene syntb< 


201851_at 


1.64654123030477 


0 




SH36L1 


228827_at 


-1 .63837794328364 


0* 


277.15 


• 


214651_s_al 


1.52618371146822 


0 




H0XA9 


236521_at 


1.52417126144756 


0 




H0XA3 


204249_s_at 


1.52365997713542 


0* 


1581.95 


LM02 


203904_x_at 


1.49494399498725 


0 




KAI1 


206940„s„at 


-1.48076766016125 


0 




P0U4F1 


211341_at 


-1.47540487159533 


0 




P0U4F1 


209259_s_at 


1.45032016623088 


0 




CSPG6 


212058_at 


1.43907164424644 


0 




KIAA0332 


218577_at 


1.42304726090167 


0 




FLJ20331 


217963.s.at 


1.41730181206619 


0 




HCS 


•206622_at 


-141476408655437 


0 




TRH 


200071_at-HG-U133A 


1.4105258517176 


0 




SPF30 


218933_at 


1,38255573216414 


0 




MGC5347 


205528_s_at 


-1.38150242627303 


0 




CBFA2T1 


218331_s_at 


1.3810903886183 


0 




FLJ20360 


202406.s_al 


1.3796610685034 


0 




TIAL1 


220796_x_at 


1.36377544613334 


0 




FU14251 


218582_at 


1.35888148459997 


0 




FLJ20445 



964 



wo 03/039443 



PCT/EP02/12303 



complex vs. t(15;1 7) 


samples: 36/ 20 








accuracy 


1 








confidence , 


1 








gene 


signal-tOHTiolse 


P 


decision timft 


gene symbol 


205382_8_at 


-2.47024872277389 


b 




DF 


212953_x_at 


-2.44599466599903 


0* 


4652.35 


CALR 


64942_at 


-2.28304127560384 


0 






214450.at 


-2,2627370618124 


0 




CTSW 


38487.at 


-2.15395063071356 


0 




FLJ12442 


224794_s_at 


•2.14479331910386 


0 




LOC51148 


220798_x_at 


-2.06303065394458 


0 




FU11535 


216032_s^at 


-2.05259440043708 


0 




SDBCAG84 


203948_s_at 


-2.04245448483567 


0 




MPO 


209732_at 


1.90630142681759 


0 




CLECSF2 


230526„at 


1.90204644112897 


0 




FLJ20015 


238022_at 


-1.89121106100583 


0 






200654_at 


-1,73209407132843 


0 




P4HB 


204150_at 


-1.72000809746397 


0 




STAB1 


213447.at 


1.71480861978241 


0 




IPW 


206847_s_at 


1.68023930751716 


0 




HOW 


203074_at 


-1.65576107663154 


0 




ANXA8 


219837.s.at 


-1.65191807395586 


0 




C17 


200931_s_at 


1.6356222023809 


0 




VCL 


201923 at 


1.60784567114272 


0 




PRDX4 



965 



wo 03/039443 

t 



PCT/EP02/12303 



complex vs, inv(16) 


sampiBS. oo / 






accuracy 


1 






corTfidencd 


0.957o0o3090o452o 






gene 


signal-to-nolse 


P 


#4n#«lc&t#\n llwtlfr MAMA cwnnhni 

Qecision iiifiii genv syiiiDui 


203092_at 


A ^^^^ A AC A CC^^f\& 

1 .77664454556306 


0 


XXKAUiAA 


209190_s_at 


-1.75723541848141 


0 


I09o.o UIMrni • 


201497_x_at 


-1 .748528461 85764 


0* 


134.f0 MTnii 


205076_8_at 


-1 .73951 65552541 1 


0 




241526_al 


-1 .71682483225979 


0 




213779_at 


1.71354352282537 


0 




210982_s,at 


-1 J0318998731619 


0 


HLA-DRA 


200985_s_at 


1.64643993864436 


0 


CD59 


212463.at 


1.6457941052799 


0 




200675_at 


1 .61 546783522649 


0* 


707.85 CUol 


218942_at 


1 .593472991 02441 


0 


CI lOODCC 

rLJZ2U00 


200984_s_at 


1.56833724351535 


0 


CD59 


208894.at 


-1.54975491884609 


0 


HLA-DRA 


202265_at 


1.53139324627965 


0 


BMI1 


224724_.at 


-1.5143785002027 


0 


KiAA1247 


210715_s_at 


1.49004107536748 


0 


SPINT2 


213452_at 


1.48522101377482 


0 


ZNF184 


206382_s_at 


-1.45942422076027 


0 


DF 


201360_at 


-1.45905524413008 


0 


CST3 



966 



wo 03/039443 



PCT/EP02/12303 



^omnlov \/e hill 1 


samples: 36/15 








1 






connusncs 


0.928537448772464 








sIgnaJ-to-nofs8 


P 


decision limit gene symbol 




-1 .o3o91 594955677 


0 






-1.56013660814198 


0 


LGALS1 




1.5390279619994 


0 


KIAA0144 




1 .461 21 373620596 


0 


COPB 


zuooof _s_ai 


1.43200690176451 


0 


KIAA0603 


201 ooo_s_at 


1.42612880048733 


0 


SFPQ 


z229o2_X_at 


1.4232823410753 


0 


SLC38A2 




1.40541613814493 


0* 


277.15 


2U4Swl_ai 


1.38290450200254 


0* 


224.05 ARHH 


2u3725_at 


1.35090921185734 


0 


GADD45A 


203o44_S^at 


1.33195316834084 


0 


STAM 


225804_at 


-1.31098146845679 


0 




203386.at 


1.30903268579411 




KIAA0603 


201359_at 


1.3066438308133 


0 


COPB 


201830_s_at 


1.29170882160348 


0 


NET1 - 


218041_x_at 


1.27263528593652 


0 


PRO1068 


223318.s_at 


-1.27042416464958 


0 


MGC10974 


212222.at 


1.26786775770503 


0 


KIAA0077 


201829_.at 


1.26235979300155 


0 


NET1 


200608_s_at 


1.25213416895148 


0 


RAD21 



967 



wo 03/039443 PCT/EP02/12303 



normal vs. all other samples: 62 / 1 1 1 

accuracv 0.895953757225434 



confidence 


0.738387670770008 








failed 


5.17.21,25.32,39.45.50,51,52,54,58.64,70,76,77.86,113 




gene 


1 

signal-to-noise 


P 


uvcisiwn iiniK 


gene symbol 


200023_s_at - HG-U133B 


0. 848290349062723 


0 




EIF3S5 • 


236892_s_at 


0.786541 44960651 3 


0 




H0XB6 


201922_at 


0.746117686034684 


0 




YR-29 


239791.at 


0.744707047378434 


0 




H0XB6 


209055_8_at 


-0.714503324187594 


0 




CDC5L 


228904_at 


0.707817878234848 


0* 


AC\'7 TC 

407. 70 




224935_at 


0,67801 1793604072 


u 




EIF2S3 


236728_at 


0.65220413902298 


0 






238026_.at 


0.649420462340497 


0 




RPL35A 


200679_x_at 


-0.648886126347934 


0* 


782.25 


HMG1 


205368_s_at 


0.642743252402536 


0 




H0XB6 


225326_at 


0.638282205886151 


0* 


835.95 


KiAA1311 


205601_s_at 


0.638114898511556 


0 




H0XB5 


2O5600.x_at 


0.637054089932379 


0 




H0XB5 


230743.at 


0.631769166997722 


0 






218645„at 


0.629514230580722 


0 




ZNF277 


226236_at 


0.621355082335747 


0 






200023_s_at - HG-U133A 


0.620074058363248 


0 




EIF3S5 


222976_s_at 


-0.616559773343974 


0 




NTRK1 



968 



wo 03/039443 



PCT/EP02/12303 



normal vs. l(8;21) 


samples: 62/ 13 








accuracy 


1 








confidence 


1 








gene 


signaloto-nolse 


P 


decision limit 


gene symbol 


228827.at 


-2.03460798747208 


0* 


162,15 




214651_s^at 


191662233809597 


0 




HOXA9 


205528_s_at 


-1.64467496425566 


0 




CBF/s^TI 


235753_at 


1.61885010435257 


0 






213150_at 


1.50131650688172 


0 




HOXA10 


205529.s.at 


-1.4994140185132 


0 




CBFA2T1 


211341_at 


-1.4972813333234 


0 




P0U4F1 


209905_at 


1.49669514190498 


0 




HOXA9 


217816_s_at 


1.49149650897312 


0 




pcnp 


206940.s_al 


-1.48516417693355 


0 




POU4F1 


219598_s.at 


1.43454923845269 


0 






205453„at 


1.38558116676561 


0 




H0XB2 


223498_at 


1.34625406703267 


0 






213844_at 


1.29651280723136 


0 




H0XA5 


213147_at 


1.27938232308768 


0 




HOXA10 


222448_s_at 


1.27922181680816 


0 




UMP-CMPK 


214000_s_at 


-1,2765364955951 


0 




RGS10 


235521_at 


1.27567444648757 


0 




H0XA3 


235818.al 


-1.27371437711255 


0 






217963.s.at 


1.27141827915888 


0 




HCS 



969 



wo 03/039443 



PCT/EP02/12303 



normal vs. t(15;17) 


samples: 62/ 20 








accuracy 


1 








confidence 


1 








gene 


signal-to-noise 


P 


decision limit 


gene symbol 


212953_)eal 


-2.64495441949702 


0* 


4541.1 


CALR 


203948_s_at 


-2.28625389247329 


0 




MPO • 


214450_at 


-2.28053432941661 


0 




CTSW 


38487_at 


-2.27507979049885 


0 




FLJ12442 


224794_s_at 


-2.14479331910386 


0 




LOC51148 


233072_at 


-2.02319157581908 


0 




KIAA1857 


236787_at 


-1.97410536661333 


0 






221004_s_at 


-1.94014484972668 


0 




i™3 


209732_at 


1.93197336691263 


0 




CLECSF2 


214651_s.at 


1.91723603396294 


0 




H0XA9 


216032_s.at 


-1.83899991398145 


0 




SD6CAG84 


200952_s_at 


-1,79422847402715 


0 




CCND2 


208852_s_at 


-1.77756000185084 


0 




CANX 


200654_al 


-1.77272215049273 


0 




P4HB 


204150_at 


-1.76741205974851 


0 




STAB1 


235753_at 


1.73443643867114 


0 






64942_at 


-1.71976456537364 


0 






203949_at 


-1.70342423200997 


0 




MPO 


205614_x_at 


-1.65262473388504 


0 




MST1 



970 



wo 03/039443 PCT/EP02/12303 



normal vs. inv(16) 


samples: 62/ 12 






accuracy 


1 






confidence 


0.955620690178973 






gene 


signal-to-noise 


P 


decision iimit gene symbol 


214661_s_at 


1.8118390923002 


0 


H0XA9 


2093e5_s_at 


-179092214915991 


0* 


390.9 ECM1 


200951.s_at 


-1.75939101209319 


0 


CCND2 


201497_x.at 


-174852845185764 


0 


MYH11 


231310.al 


-1.60730854736648 


0* 


167.8 


235753_at 


1.60402701006007 


0 




223385_at 


-1.57142154491015 


0 


CYP2S1 


231259_s_at 


-1.49428776750791 


0 


■ CCND2 


213353_at 


1.47632425092475 


0 


ABCA5 


202370_s_at 


1.47587674217457 


0* 


942.4 CBFB 


209905.at 


1.44874209939309 


0 


H0XA9 


204661_at 


-1.44586168569344 


0 


CDW52 


200675_at 


1.39363453223823 


0 


CD81 


207194_s_at 


-1.38591797740996 


0 


ICAM4 


213150_at 


1.36428212315189 


0 


HOXA10 


23581 8„at 


-1.35992709972839 


0 




228834.at 


-1.35025928739893 


0 


T0B1 


201324_at 


-1.34841230643998 


0 


EMP1 


218942.at 


1.34162679981249 


0 


FLJ22055 



971 



wo 03/039443 



PCT/EP02/12303 



normal vs. MLL 

accuracy 

confidence 

foiled: 

gene 

205463_at 

225406_at 

222465jat 

225326_at 

200829_x_at 

227786_at 

200056_s_at - HG-U133B 

238856_s.at 

200673.at 

226250_at 

233559_s_at 

227680_at 

228904.at 

225700_at 

202377_at 

229232_at 

231870_s_at 

222982_x_al 

209160_at 

223982 s at 



samples: 62/16 
0.948051948051948 
0.898189333713789 
50.54,68.69 

signal-to-noise p 

1.38558116676561 0* * 

1.3008944013052 0* 

1.26538127373241 0* 

1.13719416264236 0 

1.1359357026281 0 

1.1032082540668 0 

1.0989163336081 0 

1.093395457322 0 

1.0918171848605 0 

1.0869927098714 0 

.1.08564709559314 0 

1.0800659307262 0 

1.06689615547167 0 . 

1.0577778855845 0 

1.05091847162674 0 

1.04560760831211 0 

1.04167487270266 0 

1.04036496200911 0 

1.03517022790078 0 

1.03308566481985 0 



decision limit gene symbol 
203.26 H0XB2 • 

191.3 TSG 
1271.26 C15orf15 
KIAA1311 
ZNF207 
TRAP25 
C1D 

FENS-1 



HSOBRGRP 

LOC51068 

SLC38A2 

AKR1C3 

IPLA2 



972 



wo 03/039443 



PCT/EP02/12303 



t(8;21)vs. another 


samples: 13/160 








accuracy 


0.994219653179191 








confidence , 


1 








failed: 


30 








gene 


signat-to-noise 


P 


decision limit 


gene symbol 


228S27_at 


1.83673626836317 


0 






211341_at 


1.52047414341304 


0 




P0U4F1 


206628_s_at 


1.51763257492904 


0 




CBFA2T1 


206940_s_al 


1.51745205298829 


0 




P0U4F1 


205529_s_at 


1.43922881664177 


0* 


157.65 


CBFA2T1 


206622_at 


1.22745062154907 


0 




TRH 


219598_s_at 


-1.21843492013846 


0 


• 




214651_s_at 


-l!l 9784094554498 


0 




H0XA9 


221581„s.at 


-1.18072565374051 


0 




WBSCR5 


227279_at 


-1.10206247133481 


0 




MGC15737 


20481 1_s_at 


1.07742972237323 


0 




CACNA2D2 


213150_at 


-1.06934246090682 


0 




HOXA10 


223498_at 


-1.06722279372156 


0 






215087_al 


-1:06292558713408 


0 






209622_s_at 


-1.05686457779708 


0 




CRAT 


204495_s_at 


-1.05020858389696 


0 




DKFZP434H132 


34689_at 


-1.04236110585044 


0 




TREX1 


201425_at 


-1.04073518265119 


0 




ALDH2 


22501 O^at 


-1.0307918013289 


0 
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1(0,Z1 } VS. Ivl Oflf) 
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0* 
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38487_at 






fl 
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\j 
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204156_at 




-2.7332991 2927o1 4 


u 
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n 

u 
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n 
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2.4^2 / DooU / Uo4 f *f 


u 




FLJ20015 


212509_s_at 




-2.33481 4772o22f / 


n 
u 
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2.327Uq909U9372 


A 

u 




IHLA-DPAI 


204319_s_at 




2.25060oDl 80 1642 


f\ 
u 




RGS10 


20561 4_x_at 




-2.2484ol oU / 1 y 1 ai 


A 

u 




MST1 


216320_x_at 




-2. 1 D09uboy440yo4 


A 

u 






224794^s_at 




-2,14479331910386 


0 




LOC61148 


224839_s_at 




-2.07810412712239 


0 




GPT2 


227326_at 




-2,04924504239987 


0 


1 




238365_s_at 




-2.03674279873081 


0 






228827_at 




2.03460798747208 


0 






228570_at 




-2.03169244854036 


0 






206349_at 




-2.02142471684527 


0 




GNA15 


AFFX-HUMRGEflVI10098.3_at - 


HG- 0.424247547600803 


0.01 
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t(8;21)vs. Inv(16) 


samples: 13/12 








accuracy 


1 








confidence 


1 
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signal-tOHioise 


P 


decision limit 
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-3.4735123827114 


0* 
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-2.6160707896185 


0 
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201596_x_at 


-2.55517188589615 


0 




KRT18 


233565_s_at 


•2.48943541958708 


0 






226818.at 


-2.3621676751726 


0 






212828_at 


-2,33130605042964 


0 
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227276_at 


-2.31171718422321 


0 
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224724_at 


-2.30850265580909 


0 


• 
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.2.i25934489179779 


0 
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-2.25244855640038 


0 
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-2.23059959679219 
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226841_at 
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0 
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0 
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TNFSF13 
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0 
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\ > _ kilt 1 

t(8;21) vs. MLL 
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0 
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-1.67488607654784 


0 
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-1.66210516483391 


0 
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203949_at 


1.65967693892027 


0 
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214875_x_at 


-1.65852470688382 
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t(15;17)vs. another 


samples: 20/ 153 
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0 
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224794.s_at 
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0 
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204150_at 
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0 
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221004_s_at 
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0 
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0 
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0* 
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0 


C17 
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0 
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TPM4 


210788_s_at 


1.50209974954928 
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L0C51635 
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1^ 1 / ^ vs. inv^ lO/ 
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HLA-DRB4 
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2.84856846381654 
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-2.76844422327205 
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HLA-DPA1 


221004_s_at 


2.72545702224706 
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rrM3 


209312_x_at 


-2.66880572066538 


0 




HU-DRB1 


219789_at 


-2.64334906817191 


0 




NPR3 


204425_at 


-2.62831954360607 
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ARHGAP4 


205076_s_at 


-2.59502309617401 
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2.28304127550384 
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t(15;17) vs. MLL 


samples: 20/ 15 








accuracy 


1 








confidence 


1 
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signal-to-noise 


P 


decision limit 


gene symbol 


206624_at 


3.0741697102978 


0* 
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2.78111206643545 
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203948.s^at 


2.68497999695567 


0 
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206761_at 
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200953_s_at 


2.24845652213108 
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0 




STAB1 


212953.x_at 


2.22414089725316 


0 




CALR 


233072_at 


2.22380780245301 


0 




KIAA1857 


214450.at 


2.16984309325722 


0 




CTSW 


224794.s_at 


2.14479331910386 


0 




L0C61148 


205349_at 


2.12589700684588 


0 




QNA15 


212509_s_al 


2.11142192746438 


0 






224839_s_al 


2.07810412712239 


0 




GPT2 


210788_s_at 


2.07490438621852 


0 
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invvio} vs. an ouier 
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201324.at 


1.11862902082417 
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inv(16)v8. MLL 
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0 
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0 




ITM2A 
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CCDCC 


203372„s_at 


0.926509074446515 


0 




STATE 


225285_at 


-0,922143795249267 


0 






203373_at 


0.921657224293489 


0 




STATI2 


201830_s_at 


-0.917500470432308 


0 




NET1 


236378_at 


-0.911274344991347 


0 






209616.s_at 


0.911180477081636 


0 




CES1 


218718_at 


-0.905113907165327 


0 




PDGFC 


225406_at 


-0.898505260085313 


0 




TSG 


49306 at 


0.646783585229759 


0 
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Table 36: Analysis of 8 AML subgroups according to the method described by Westfall & young. The 226 significant 
g^nes are listed. The raw p value as well as the adjusted p value are shown. Furthermore it is indicated whether the genes 
were also identified as discriminative by the method described by Golub et aL (* most important gene in pairwise 
comparisons, -t- one of the top 20 significant genes) 



genelD 


Golub 


201497_x_at 


* 


212953j(_at 


* 


214450.at 


* 


224794_8.at 


+ 


228827_at 


* 


38487.at 


+ 


203074_at 


+ 


204150_at 




219837_s_at 


+ 


64942.at 


+ 


203948.s.at 


* 


205528.8_at 


+ 


205529.s.at 


* 


206940_s_at 


+ 


209344_at 


+ 


210755_at 


+ 


210997.at 




211341.at 


+ 


212285_s_at 




212481_s_,at 




216320_x_at 


+ 


223828.8.at 




227243_s_at 




233072_at 


+ 


236787_at 


+ 


200952.8.at 


+ 


205614jijt 


+ 


212509_s_at 


+ 


216032_s_at 


+ 


221004_s_at 


+ 


241383.at 


+ 


200656js.at 




200953_s_at 


+ 


201498_x_at 


+ 


214203.s_at 





rawp Adjp 



0.0001 


0.0001 MYH11 


0.0001 


0.0001 CALR 


0.0001 


0.0001 CTSW 


0.0001 


0.0001 LOC51148 


0.0001 


0.0001 


0.0001 


0.0001 FU12442 


0.0001 


0.0002 ANXA8 


0.0001 


0.0002 STAB1 


0.0001 


0.0002 CI 7 


0.0001 


0.0002 


0.0001 


0.0003 MPO 


0.0001 


0.0003 CBFA2T1 


0.0001 


1 

0.0003 CBFA2T1 


0.0001 


0.0003 P0U4F1 


0.0001 


0.0003 TPM4 


0.0001 


0.0003 HGF 


0.0001 


0.0003 HGF 


0.0001 


0,0003 P0U4F1 


0.0001 


0.0003 AGRN 


0.0001 


0.0003 TPM4 


0.0001 


0.0003 


0.0001 • 


0.0003 LGALS12 


0.0001 


0.0003 


0.0001 


0.0003 KIAA1857 


0.0001 


0.0003 


0.0001 


0.0004 CGND2 


0.0001 


0.0004 MSTI 


0.0001 


0.0004 


0.0001 


0.0004 SDBCAG84 


0.0001 


0.0004 ITM3 


0.0001 


0.0004 


0.0001 


0.0005 P4HB 


0.0001 


0.0005 CCND2 


0.0001 


0.0005 MYH11 


0.0001 


0.0005 PRODH 
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214315.x.at 




0.0001 


0.0005 CALR 


219090_at 




0.0001 


0.0005 SLC24A3 


227046_at 




0.0001 


0.0005 C17orf26 


227242_s_at 




0.0001 


0.0005 


209686_at 




0.0001 


0.0007 S100B 


228660_x_at 


1* 


0.0001 


0.0007 SEMA4F 


241525_at 


+ 


0.0001 


0.0011 


210788_s_at 


+ 


0.0001 


0.0017 LOC51635. 


227326_at 




0.0001 


0.0023 


208852_s_at 


+ 


0.0001 


0.0027 CANX 


229168.at 




0.0001 


0.0031 


242520_s_at 




0.0001 


0.0031 


200961_s.at 


* 


0.0001 


0.0033 CCND2 


203949_at 


+ 


0.0001 


0.0033 MPO 


204163_at 




0.0001 


0.0033 EMILiN 


205663.at 




0,0001 


0.004 PCBP3 


204116_at 




0.0001 


0.005 IL2RG 


221253_s.at 




0.0001 


0.005 MGC3178 


238365_s.at 


+ 


0.0001 


0.0058 


200654_at 


+ 


0.0001 


0.0072 P4HB 


201069.at 




0.0001 


0.0072 MMP2 


200608_s_at 


* 


0.0001 


0.0074 RAD21 


210998_s.at 




0.0001 


0.0077 HGF 


211668_s_at 




0.0001 


0.0077 PLAU 


212259_s_at 




0.0001 


0.0077 HPIP 


224839_s_at 


+ 


0.0001 


0.0077 GPT2 


223321_s.at 




0.0001 


0.0083 FGFRL1 


225065_x_at 


+ 


0.0001 


0.0085 


206622_at 


+ 


0.0001 


0.0086 TRH 


205076_s_at 


+ 


0.0001 


0.009 CRA 


231050_at 




0.0001 


0.009 HRLP5 


235753.at 


+ 


0.0001 


0.009 


214000.s_at 


+ 


0.0001 


0,0093 RGS10 


231259.s_at 


+ 


0.0001 


0.0095 CCND2 


200047_s_at - HG-U133A 




0.0001 


0.0096 YY1 


20481 Ijs.at 


+ 


0.0001 


0.0101 CACNA2D2 


229621_x_at 




0.0001 


0.0102 


20S382_s_.at 


+ 


0.0001 


0.0103 DF 


213514_8_at 




0.0001 


0.0106 DIAPH1 


200986.at 




0.0001 


0.0107 SERPING1 


217419.x.at 




0.0001 


0.0107 


229420.at 




0.0001 


0.0117 RPL23A 
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211934_x_at 


0.0001 


0.0122 G2AN , 


2l4651_s.at + 


0.0001 


0.0123 H0XA9 


208581.x.at 


0.0001 


0.0127 MT1X 


20271 8.at 


0.0001 


0.0128 IGFBP2 


200825_s_at 


0.0001 


0.0135 ORP150 


212186_x_at 


0.0001 


0.0135 MT2A 


219868_s_at 


0.0001 


0.0135 ANKHZN 


203939.at 


0.0001 


0.0136 NT5E 


200649_ai 


0.0001 


0.0144 NUCB1 


206850_at 


0.0001 


0.0144 RRP22 


AFFX-r2-Hs28SrRNA-3_at • HG-U133B 


0.0001 


0.0144 


218051_s_at 


0.0001 - 


0.0146 FU12442 


208629_s_at -** 


0.0001 


0.0147 HADHA 


209523_at + 


0.0001 


0.0147 


AFFX-r2-Hs28SrRNA"3.at - HG-U133A* 


0.0001 


0.0148 


57588_at 


0.0001 


0.0158 SLC24A3 


221902 at 


0.0001 


0.0163 


225547_at + 


0.0001 


0.0163 


200047 s at-HG"U133B 


0.0001 


0.0172 YY1 


200023_s_at - HG-U133B '+ 


0.0001 


0.0f175 EIF3S5 


201008j5.at 


0.0001 


0.0175 TXNIP 


205624.at * 


0.0001 


0.0178 CPA3 


AFFX-HSAC07/X00351.5_at- HG-U133A 


0.0001 


0.0178 ACTS 


200935_at 


0.0001 


0.0179 CALR 


228083.at * 


0.0001 


0.0179 


222229_x_at + 


0.0001 


0.0183 


224724.at + 


0.0001 


0.0186 KIAA1 247 


211748_x.at 


0.0001 


0.0194 PTGDS 


209190_s_at * 


0,0001 


0.0206 D1APH1 


21431 6_x_at 


0.0001 


0,021 CALR 


205110_s_at 


0.0001 


0.0212 FGF13 


233555.s_at + 


0.0001 


0.0215 


202655.at 


0.0001 


0,0216 ARMET 


AFFX-HUMRGE/M10098.3_at - HG.+ 


0.0001 


0.0217 


U133B 






200008_s_at - HG-U133A 


0.0001 


0.022 GD12 


209961_s_at 


0.0001 


0.022 HGF 


222916.s.at 


0.0001 


0.0228 


211456_x_at 


o:oooi 


0.0229 


219138_at 


0.0001 


0.023 RPL14 


242845.at 


0.0001 


0.023 


202028.8.at 


0.0001 


0.0232 RPL38 
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222862_s_at 






+ 


0.0001 


0.0232 AK5 


AFFX-HSAC07/Xa0351_5_at - 


HG-U133B 


0.0001 


0.0232 ACTS 


238022.at 






+ 


0.0001 


0.0233 


222977.at 








0.0001 


0.0234 SURF4 


211474_8_at 








0.0001 


0.0236 


204306_s_at 






1 


0.0001 


0.0237 CD151 


212013_at 








0.0001 


0.0237 D2S448 


201922.at 






* 


0.0001 


0.0238 YR-29 


203857jB_at 








0.0001 


0.0238 PDIR 


AFFX-M27830_5.at. 


HG-U133B 




0.0001 


0.0238 


242738_s.at 








0,0001 


0.024 


AFFX-r2-Hs18SrRNA-3.s.at • 


. HG-U133B 


0.0001 


0.0241 


215450_at 








0.0001 


0.0245 SNRPE 


222955_s.at 








0.0001 


0.0245 HT01 1 


AFFX-M27830_5_at- 


HG-U133A 




0.0001 


0.0259 


202148_s„at 








0,0001 


0.026 PYCR1 


216609.at 








0.0001 


0.026 


214500_at 








0.0001 


0.0264 H2AFY 


241975_at 








0.0001 


0.0268 


226014.at 








0.0001 


0.0273 E1F385 


224407.s_at 








0.0001 


0.0274 WIST4 


AFFX-HSAC07OC00351_M.at 


- HG-U133B 


0.0001 


0.0275 ACTS 


210973_s_at 








0.0001 


0.0276 FGFR1 


213963_s_at 








0.0001 


0.0279 SAP30 


20961 6_s_at 






+ 


0.0001 


0.0288 CES1 


201004_at 








0.0001 


0.0289 SSR4 


214228_x_at 








0.0001 

1 


0.0289 


214501_s.at 








0.0001 


0.0289 H2AFY 


208229_at 








0.0001 


0.029 FGFR2 


208819.at 








0.0001 


0.029 MEL 


201564_8_at 








0.0001 


0.0296 SNL 


201437.8_at 








0.0001 


0.0297 E1F4E 


213048_s_at 








0.0001 


0.0297 SET 


221943_,x_at 








0.0001 


0.0297 RPL38 


202747.s_at 






+ 


0.0001 


0.0299 1TM2A 


20861 1_s_at 








0.0001 


0.0299 SPTAN1 


212012.at 








0.0001 


0.0304 D2S448 


205380.at 








0,0001 


0.0311 PDZK1 


209976_at 






+ 


0.0001 


0.0316 CYP2E 


208858_s_at 








0.0001 


0.0317 KIAA0747 


206461.x 








0.0001 


0.0322 MT1H 


210794_s_at 








0.0001 


0.0325 
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212187_x_at 


0.0001 


0.0326 PTGDS , 


A^FX-HSAC07/X00351 M at-HG-U133A 


0.0001 


0.0338 ACTS 


200008 s at«HG-U133B 


0.0001 


0.0346 GDI2 


222d77 fi at 


0.0001 


0.0346 TM7SF3 


22a05d at 


0.0001 


0.0347 DNAJ611 


931118 at ' 


0.0001 


0.0351 


938387 Q at 


0.0001 


0.0357 


901389 at 


0.0001 


0.0358 YME1 L1 


AKfn.lUI97B30 M at . HO.1 11 33ik 


0.0001 


0,0358 


9inQ33 « at 


0.0001 


0.0363 MGC4655 

W. WWWW IVI^^W^WS/W 




0.0001 


0.0368 TRA1 


9139A9 at 


0.0001 


0.037 EGFL3 


999AQ9 « 9f 


0.0001 


0 037 FLJ233d9 


APEy«r9J4e1ftQrRMAJUI v at . llfS.II133A 


0.0001 


0.037 


9008^8 s at 


0.0001 


0.0372 NUCB1 




0 0001 


0 0372 CD9 

w.ww 1 *■ ^IVw 




0 0001 


0.0373 


99a94A e a* 


0 0001 


0.0388 


ACBY p9 Ue4ftCrDMAJUI v at . I133R 


0 0001 


0.0391 


1 


0,0001 


0.0393 




0 0001 


0.0402 ASS 


O^tiARil V at 


0 0001 


0.0402 


9n97^ft af * 

dMdti •lojai 


0 0001 


0.0404 


onnTTn e at 


0.0001 


0 0409 LAMC1 


917818 « at -f 


0.0001 


0.0409 pcnp 


226531 at 


0.0001 


0.0409 FLJ14466 


9nnnQ3 « at .11^.111338 + 


0.0001 


0.0413 HINT1 


APPyJ4lJMRGP/M10098 3 at - HG-LI133A 


0.0001 


0.0413 


91Q7Q3 at + 


0,0001 


0.0418 SNX16 


919839 < at 


0.0001 


0.0423 PT0V1 


998193 fi at 


0.0001 


0.0423 RGC32 


9fl9A13 fi at + 


0.0001 


0.0424 USP1 


918449 X at 


0.0001 


0.0427 


905131 y at 


0.0001 


0.0432 SCGF 


217225 X at 


0.0001 


0.0438 PM5 


202406_s.at + 


0.0001 


0.0439 TIAL1 


203729.at 


0.0001 


0.0439 EMP3 


200630.x.at 


0.0001 


0.0447 SET 


227299.at 


0.0001 


0.0448 CCNI 


AFFX-r2-Hs18SrRNA.3_s_at - HG.U133A 


0.0001 


0.0448 


209905_at + 


0.0001 


0.0449 H0XA9 


208033.s.at 


0.0001 


0.0452 ATBF1 
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214395_x.at 0.0001 

217383_at 0,0001 

201377_at + 0,0001 

206871.at 0.0001 

203859.s.at 0.0001 

200968_s_at ' 0.0001 

219634_at 0.0001 

220798_x.at + 0.0001 

201825.s.at 0.0001 

224S53_8_at 0.0001 

227353_at 0.0001 

225406_at * 0.0001 

227145_at 0.0001 

201164_8_at + 0,0001 

210140.at 0.0001 

202600_s_at 0,0001 

210616_s_at 0.0001 

212107_s_at 0.0001 

20O071.at - HG-U133A + 0.0001 

204082_.at 0.0001 

200707_at 0.0001 

200987_at * 0.0001 

206834_at 0.0001 

AFFX-HUMRGE/M10098.M^at - HG-U133B 0.0001 



0.0452 FU20897 
0.0452 

0.0454 K1AA0144 
0.0454 ELA2 
0.0461 PALM 
0.0462 PPIB 
0.0463 C4ST 
0.0463 FLJ11535 
0.0466 LOC51097 
0.0468 TNFRSF18 
0.0468 
0,0473 TSG 
0.0478 L0XL4 
0.0484 PUM1 
0.0484 CST7 
0.0487 NRIP1 
0.0487 KIAA0905 
0.0487 DDX9 
0.0491 SPF30 
0.0491 PBX3' 
0.0492 PRKCSH 
0.0493 PPIB 
0.0493 SIX3 
0.05 
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Table 37a: In total 32 cases of CLL were analyzed. 31 of 32 cases (96.9%) were assigned to the conrect CLL 
subtype in all pairwise comparisons. The sensitivity indicated for each subgroup indicates the percentage of 
cases of the specific subgroup Identified correctly In all pairwise comparisons. The specificity indicates for 
each subgroup the percentage of correct assignments to this subgroup. 





+12 


11q- 


13q- 


17p- 


normal 


total 


sensitivity % 


specificity % 


+12 












5 


100.00 


100.00 


11q- 












4 


100.00 


100.00 


13q- 






■ 




1 


10 


90.00 


100.00 


17p- 












4 


100.00 


100.00 


Normal 












9 


lOO.OP 


90.00 


Total 


5 


4 


9 


4 


10 


32 
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Table 37b: In total 128 Individual assignments of CLL were analyzed. 127 of 128 assignments (99.2%) w 
correct The sensitivity Indicated for each subgroup Indicates the percentage of conrect assignments 
cases of the specific subgroup In pairwise comparisons. The specificity Indicates for each subgroup 
percentage of conrect assignments to this subgroup. 



5 



l1 


tri 12 


11q 


13q 


17p 


normal i 


total 


sensitivity % 


specificity % 


tri12 1 












20 


100.00 


100.00 


11q 




■ 








16 


100.00 


100.00 


13q 










1 


40 


97.50 


100.00 


17p 












16 


100.00 


97.30 


Normal 












36 


100.00 


100.00 


Total 


2C 


16 


39 


16 


. 37 


128 


.. 
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Table 38: Analysis of 5 CLL subtypes according to tlie method described by Golub etal. 



trisomy 12 , 5 

11q- ^ 

13q. 10 

17p- ^ 

normal ^ 



trisomy 12 vs. all other 


samples: 5/27 








accuracy 


1 








confidence 


0.935014380126868 








gene 


signal-to-noise 


P 


decision limit 


gene symbol 


205855_at 


-1.76663664947048 


0.01 




ZNF197 


203787_at 


1.48888776879594 


0* 


186.05 


SSBP2 


240786_at 


-1.47915794453041 


0* 


1 

« 




241930 jc.at 


1.43687618531343 


0 






227527_at 


1.43424381736709 


0 






233106_at 


1.39680763010583 


0 






219234_x_at 


-1.36406381959263 


0* 


1 


FLJ23142 


204992_s_at 


-1.35580671258705 


0 




PFN2 


229722_at 


-1.35323423840642 


0 




HSPC072 


226772_s_at 


1.34357943208416 


0 




MGC14288 


240801 _at 


1.33658031665266 


0 




C21orf37 


236535_at 


-1.28816401084294 


0 




FU22116 


213850_.s_at 


1.28242512478545 


0' 




SFRS2IP 


239651.at 


1.27623762574996 


. 0 






218692_at 


-1.26869683284091 


0 




FU20366 


210117_at 


1.26847772500135 


0 




SPAG1 


229833_at 


-1.2612893100757 


0 






243869_at 


-1.24636980625822 


0.01 






242695_at 


1.24259108808825 


0 
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trisomy 12 vs.11<^- 


Qomnles* 5/4 




accuracy 


1 




confidence 


1 




gene 




n 
r 


2331 06_at 




0* 


240801 jat 




0 


209876_at 




0 


240785_at 




0.01 


238651_at 




0 


224659_at 




0 


204992_s_at 




0 01 


218089_at 


O 7*1 *a7ft7R'>74*^Q1 
-O, f 1 0 f O / OO f *fO*?5J 1 


0 


233520_s_al 


O.OOOOO/ OOOl i**oo 


0 01 


244248_at 




0 01 


202973_x_at 




0 


238304jat 




0.02 


209018_s_at 


3.33636546986144 


0.01 


235414_at 


3.31145415432861 


0 


228737_at 


-3.19150189531835 


0 


205841_at 


3,07833098371.18 


0.01 


210251.s.at 


3.06884121765458 


0 


227237_x.at 


-3.04881893527751 


0 


204101_at 


2.96540851000724 


0 


214152_at 


2.94086839898829 


0 



17.2 



gene symbol 

C21orf37 ♦ 
GIT2 



PFN2 
C20orf4 



KIAA0914 

PINK1 

C20orf100 

JAK2 

KIAA0871 

KIAA1273 

IVITMI 

PIGB 
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trisomy 12 vs.13q- 


samples: 5/ 10 








accuracy 


1 








confidence 


1 








gene 


signal-to-noise 


P 


decision limit 


gene symbol 


241930_x_at 


3.41674881140311 


0* 


30.05 




201126_s_at 


2.1330030439147 


0.01 




1TGB5 


214030.at 


1.99357501958234 


0 




FU14393 


220764_at 


1.83054202690279 


0 




PPP4R2 


22971 1_s_at 


1.77592202191897 


0 




MGC5370 


204422_s_at 


1.73100503057285 


0 




FGF2 


20651 9_x_at 


1.72950110576936 


0 




S1GLEC6 


229722_at 


-1.72165455873558 


0 




H§PC072 


224254_x_at 


1.69291666318009 


0.01 






244550_at 


1.69227307532627 


0 






240785_at 


-1.67627283307722 


0 






219234_x_at 


-1.67623751680922 


0 




FLJ23142 


239661_at 


1.67596732335477 


0 






225803.at 


1.66876599612634 


0 




FBX032 


2Q2371_at 


-1.66225791751365 


0 




FLJ21174 


238686_.at 


1.65936349841951 


0 




FBX03 


213249.at 


-1.65347132783467 


0.01 




FBXL7 


232841_at 


-1.61894883955233 


0 






37424_at 


-1.60782342430755 


0 




HCR 


238651 .at 


1.5823504522053 


0 
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trisomy 12 vs. 17p- 


samples: 5/4 








accuracy 


1 








confidence 


1 








gene 


signal-to-noise 


P 


aecision iiniii 


gcnv syiiiiHii 


240801_at * 


9.47372393833846 


0.01 


12.2 




205855_at 


-6.0211187391758 


0 




7KICiQ7 


35666.at 


-5.5825628661131 


0 






210807.s_at 


4.67905037269957 


0 






238756_at 


4.46774787106986 


0 






213081_al 


4,28614856394104 


0.01 




ZNrZ97 


209992_at 


3.83963180828656 


0.02 




rrl\rDZ 


213922_at 


3.58392947846265 


0.01 




1^1 A ADO AT 


221642_at 


3.54894468199149 


0 




TREaI 


234862_at 


3.18446048786689 


0.01 






204101 _at 


2,96540851000724 


0 




MTM1 


240842_at 


-2.91868570817753 


0 






225270.at 


2.79620139853395 


0 






240785.at 


-2.79597266226518 


0.01 






202156_s_at 


2,55016914645743 


0.02 




CUGBP2 


242738_s.at 


2.48714106974951 


0 






222229_x_at 


2.4826745391349 


0 






221761.at 


2.43735081046452 


0.01 




ADSS 


239851_at 


2.38139601357287 


0.01 






44065 at 


1.72880244676984 


0.03 




FU14827 
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trisomy 12 vs, normal 


samples: 5/9 




accuracy 


1 




confidence 


1 




gene 


signal-to-noise 


P 


204227_8_at 


-2.97871472113278 


0 


239956jat 


-2.19763940812654 


0 


229833.at 


-2.15561256145124 


0 


235259.at 


-2,13615684750119 


0 


219234_x_al 


-2.00077179509905 


0 


205225_at 


-1.99449483927763 


0 


207871_s_at 


-1.92495926735556 


0.01 


214849_al 


-1.85640805976258 


0 


229368_s_at 


1.79940595243311 


0 


241969_at 


1.7405112334814 


0 


20651 9_x_at 


1J29501 10576936 


0 


238752.at 


-1.70821051414766 


0.02 


231269_al 


1.70133376942788 


0.01 


210117.at 


1,68428381889367 


0 


244248_at 


-1.64325597313785 


0 


227527_at 


1.63698066130033 


0 


206855.at 


-1.62998714380688 


0 


230775_s„at 


1.62302128109514 


0 


235428_at 


-1.61224208443187 


0.01 



decision limit 
52.6 



gene symbol 
TK2 



FU23142 

ESR1 

ST7 

ZNF216 

ITM2B 

S1GLEC6 

DJ467N11.1 
SPAG1 



ZNF197 
KIAA0610 
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11q- vs. another 

accuracy 

confidence 



samples: 4/ 28 

1 

1 



gene 


signal-to-nolse 


P 


218089_at 


2.10620905507106 


0* 


219846„at 


-1.81092435144239 


0 


227988_s_at 


-1.72174284840356 


0 


214152_at 


-1.67765936203123 


0 


218379_at 


-1.46433593517939 


0 


226743_at 


-1.46222822597622 


0 


211297_s_at 


1.44946792759264 


0 


201034_at 


-1.42442867101326 


0 


241754_at 


-1.42345184824601 


0,01 


236914^at 


-1.4155743735673 


0.01 


202883_s_at 


-1,40974035083074 


0 


22261 9_at 


1.40836172115026 


0 


210251_s_at 


-1.40363417348001 


0 


243764_at 


-1.39232414452409 


0.01 


232080_at 


-1.38768407694403 


0.01 


225469_at 


-1.33954570434399 


0.01 


22891 6_at 


-1.33432050535623 


0 


231837_at 


-1.32753771112964 


0 


41553_at 


1.12064197016153 


0 



decision limit 
646.5 



gene symbol 

C20orf4 

FU23040 

CHAC 

PIGB 

RBM7 

CDIC7 
ADDS 



PPP2R1B 

ZNF281 

KIAA0871 

KIAA1301 
KRAS2 

USP28 
C8orf1 
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I 



11q- vs.13q- 


samples: 4/10 








accuracy 


1 








confidence 


1 








gene 


eignal-to-nolse 


P 


decision limit 


gene symbol 


219846_at 


-3.42496729223508 


0* 


29.05 


FU23040 


243579_at 


2,5422955569836 


0 




MS12 


218089_at 


2,2192149690658 


0 




C20orf4 


236557.at 


2.13608221931199 


0 






236914_at 


-2.11513443853125 


0 






211097_s_at 


. -2,10829683608662 


0.01 




PBX2 


22261 9_at 


1.99497428726409 


0 




ZNF281 


210563_x_at 


1.98835546697322 


0 




C.FLAR 


203910_al 


-1.93770224600631 


0 




PARG1 


214152_at 


-1.85345818448696 


0.02 




PIGB 


211666_s_at 


1.85212714314444 


0 






224727_at 


1.79450625074427 


0 






212973_at 


1.77499087389291 


0 




RPIA 


216363_at 


-1.75505428599984 


0 






232080_at 


-1.71428429043072 


0.02 




KIAA1301 
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22721 2_s.at 
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210095.s_at 
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11q- vs. normal 


samples: 4/9 
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227988_s_at 
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0* 


42.9 
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202883_s_at 


-3.42911376512134 


0 
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239824_s_at 
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0 
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208741_at 
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-2.2501933683546 
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0 
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0 
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-2.004Q7877559944 


0.02 






231837jat 
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0.01 
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211584_s_at 


-1.92263813056307 


0 
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212397^at 
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0 
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228083_at 
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FU23040 
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214693_x_.at 
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0* 
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0* 
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13q-vs.17p- 


samples: 10/4 
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0* 
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0 
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206530_at 
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0 
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0 
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213922_at 
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0 
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-1.88775766296876 


0 
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17p- vs. all other 
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normal vs. all other 
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Table 39: Analysis of 5 CLL subgroups according to the method described by Westfall & Young. The raw p 
value as well as the adjusted p value are shown. Furthermore It Is Indicated whether the genes were also 
Identified as discriminative by the method described by Golub et al. {* most important gene In pairwise 
comparisons, + one of the top 20 significant genes) 
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Table 40a: !n total 280 cases of leukemia and normal bone manrow (BM) were analyzed. 263 of 280 cases 
(93.9%) were assigned to the correct leukemia subtype In all pairwise comparisons. The sensitivity indicated 
for each subgroup indicates the percentage of cases of the specific subgroup Identified correctly in ail 
pairwise comparisons. The specificity indicates for each subgroup the percentage of correct assignments to 
5 this subgroup. 
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Table 40b: In total 1120 Individual assignments of leuliemia were analyzed. 1103 of 1120 assignments (98.5%) 
were con'ect The sensitivity Indicated for each subgroup indicates the percentage of cbn^ct assignments 
for cases of the specific subgroup in palnwise comparisons. The specificity indicates for each subgroup the 
percentage of conrect assignments to this subgroup. 
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total 


17£ 


71C 


14C 


1 se 


r 36 


. 112C 







1009 



wo 03/039443 



PCT/EP02/12303 



Table 41: Analysis of 4 leukemia subtypes and nonnal bone manrow according to the method described by 
Golub et al. 



ALL ^ 47 

AML ' ^75 

CLL 35 

CML 14 

nomial BM ^ 



ALL vs. all other 
accuracy 
confidence 
failed: 



samples: 47/ 233 
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11.12,13,14,16.20.24.41.42,45 
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203373_at 


0.858710621146821 


0 
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0 




FHL1 
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-0.822007469078868 
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0.820493794299965 


0 




LEF1 


208248 jc_at 
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ALL vs. AML samples: 47 / 1 75 

accuracy 0.95045045045045 



confidence 
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ALL vs. CLL 
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n 
r 


decision Umit 


9ylllU\JI 


226927_at 


-2.54386605255744 


0* 


1826.45 




224838_at 


-2.29762422456477 


0 






239287.at 


-2.24993335468714 


0 






202625_at 


-2.08005808097774 


0 




LYN 


208091_s_at 


-2.03821117161393 


0 






20451 1_at 


-2.00374139556454 


0 






AFFX- 


1.9580832868002 


0 






HUMGAPDH/M33197_3_at 








-HG-U133B 










20141 7.at 


1,9394827392449 


0 






212914_at 


-1.89064480393095 


0 






207616_s_at 


-1.88874561163207 


0 






223391_at 


-1.87749885738082 


0 






201416_at 


1.87582200205394 


0 






44790_s_at 


-1.85742303821942 


0 






201462_at 


. -1.84559373056342 


0 




KIAA0193 


205997_at 


-1.82244878004852 


0 




ADAM28 


219471_at 


-1.82048094941098 


0 




FLJ21562 


228390_at 


-1.81369080029951 


0 






206337_at 


-1.81234629147377 


0 




CCR7 


218191_s„at 


-1.80317310126938 


0 

t 




FLJ11240 


AFFX- 


1.47237903994758 


0 




GAPD 


HUMGAPDH/M331 97_M_at 








-HG-U133A 














1012 







wo 03/039443 



PCT/EP02/12303 



ALL vs. CML 


samples: 47/ 14 










accuracy 


0.983606557377049 










confidence 


1 










failed: 


14 










gene 


' signal-to-noise 




P 


decision limit 


gene symbol 


20644O.at 


-2.27699665329749 




0 




VELI1 


210254_at 


-2.24512948903079 




0 






205557_at 


-2.24379338781824 




0* 


8347.8 


BPi 


200654_at 


-2.2057677822486 




0 




P4HB 


206676_at 


-2.19594220925272 




0 




CEACAM8 


20611 1.at 


-2.12209587819278 




0 




RNASE2 


212268_at 


-2.06787563904532 




0 




SERPINB1 


214317_x_at 


2.05505121682362 




0 




RPS9 


211275_s_at 


-2,0481841650404 




0 




GYG 


212531_at 


-1.99958187859813 




0 




LCN2 


206207.at 


-1.98193517857499 




0 




CLC 


203757.8.at 


-1.92761412477346 




0 




CEACA1V16 


204174_at 


-1.91747003112972 




0 




AL0X5AP 


207802_at 


-1.90928433527318 




0 




SQP28 


211657.at. 


-1.8921241480708 




0 






213572_s_at 


-1.87212093424446 




0 




SERPINB1 


203949_at 


-1.85990729100683 




0 




MPO 


204351_at 


-1.8590267215838 




0 




S100P 


229790_at 


1.85536512952314 




0 




TERF2 


231854.at 


1.67066719911877 




0 







1013 



wo 03/039443 



PCT/EP02/12303 



ALL vs normal BM 


eAfTinlpe* 47 / d 








* i 






confidBncA 


0 Q'5751 fiRR27'^QS4ft 








^ in nn 1 sf AanniQO 


P 


IJvvlSIUll lllfllf gOnv SyiTIDWI 


203645 s at 


-2 3S6QaSQ61 1 'iSRd 


n 




224976 at 




n 


WPIM 


924Q7S at 


1 OHOO^f OQ 1 00 1 0 


A 
U 


KICIA 


218424 s at 


-2 1 '5Q4Q997ftQ*^^1 

1 %}«7't9^^ I 099*r*r 1 


n 


CI MnAOQ 


223044 at 


-2 14n«^197Qn^ft'^79 


n 
u 


OLul IA0 






n 




OOC7C9 fll 




(J 






_9 n<^'%QRQQQ')7A^O 


u 


^OOO.OO ivIo4AD/\ 




\ 00m Of 00 1 0 


u 


KICIA 






u 




00>IOCC w A* 

^4ooo_^x^at 


-1 .9381 21 95252731 


0* 


2203.55 MS4A6A 


218916_at 


1.86645836875674 


0* 


26.2 FLJ23436 


201506_at 


-1.80048485113822 


0 


TGFBI 


202443_x_at 


-176350311549162 


0 


N0TCH2 


226751_at 


-1.75212231661127 


0 


DKFZP566K1924 


218516_s_at 


' 1.74956324093924 


0 


FLJ20421 


201416_at 


1.74432934603701 


0 


S0X4 


226448_at 


-1.73849176051715 


0 




221731 _x_at 


-1.73207109032378 


0 


CSPG2 


40189_at 


1.37012925113272 


0 


SET 



1014 



wo 03/039443 PCT/EP02/12303 



AML vs. all other samples: 175/105 

accuracy 0.882142857142857 

confidence 0.887062232379983 

failed: 17,26,35,51,64,68,86,143,145.189,191,199,217,253,258,259,260, 

• 261.262.263.264,265,266.267.268.269,270.271 ,272,273,274,275. 





280 








gene 


8ignaI-to-noise 


p 


decision limit 


gene symbol 


205382_s_at 


0.993761979191943 


\J 




DF 


221558_s_at 


-0.953118583183064 


0 




LEF1 


233177^s_at 


0.898951559660059 


0 




K1AA1184 


221969_at 


-0.897763040671617 


0* 


607.75 


PAKS 


206398_s_at 


-0.887949095602823 


0* 


365.2 


CD19 


41220_at 


-0,874923766956177 


0 




MSP 


200661_at 


0, 864835685361 425 


0 




PPGB 


203005.at 


0.859889652633032 


0 




LTBR 


211404_s.at 


0.848185516601275 


0 




APLP2 


208702_x_al 


0.844435105361934 


0 




APLP2 


210948.s_at 


-0.841151060868526 


0 




LEF1 


221739_at 


0.821598909550794 


0 




IL27 


206255_at 


-0.821040810957811 


0 




BLK 


205049_s_at 


-0.820101703791881 


0 




CD79A 


231736_x_at 


0.818968232559464 


0 




MGST1 


214875.x_at 


0.818667567167621 


0 




/>iPLP2 


241353„s_at 


0.816044719173918 


0 






215785_s_at 


-0.815070063021364 


0 




CYF1P2 


242774_at 


-0.813216814821168 


0 




SYNE-2 


201200_at 


0.812769337801728 


0 




CREG 



1015 



wo 03/039443 ^ PCT/EP02/12303 



AMLvs. CLL 

accuracy 

confidence 

failed: 
gene 

224838_at 

243780.at 

22351 4_at 

212827^at 

239287_at 

44790„s_at 

228390.at 

229072„at 

224837_at 

223391_at 

219471.at 

208456_s_at 

201998_at 

223287_s_at 

212590_at 

229844_at 

236280.at 

230768_at 

208091_s_at 

208864_s_at 



samples: 175/35 

0.995238095238095 

1 

206 

signal-to-n'oise P 
-3.02914553670118 0 
-2.47595031535238 0 
-2.32616269321224 0* 
-2.28998110195367 0 
-2.23009354706297 0 
-2.21489306728323 0 
-2.19221126790713 0 
-2,17738286030653 0 
-2.17198876436932 0 
-2,16212129696244 0 
-2.15559694298803 0 
-2.12547066951316 0 
-2.10911401275474 0 
-2,10564435434002 0 
-2.10270770151805 0 
, -2.06808415651229 0 
-2.03990689910927 0 
-2.02994432200127 0 
-2.02423665232113 0 
2.01877334646697 0 



decision limit gene symbol 



401.75 



CAR011 
IGHM 

FU21562 



F0XP1 

LOC81537 

FU21562 

RRAS2 

SIAT1 

F0XP1 



DKFZP564K0822 
TXN 



1016 



wo 03/039443 



PCT/EP02/12303 



AMLvs. CML 


samples: 175/14 


accuracy 


0.994708994708995 


conficlence 


0.981183073260496 


failed: 


180 


gene 


' signal-to-noise 


212531.at 


-2.81906069321688 


205557.at 


-2.2207882876404 


207802_at 


-2.21833080555492 


209772_s.at 


-2.16935748435446 


206676_at 


-2.13938671438891 


210244_at 


-2.09652835954526 


216379jc_at 


-2.08891207162947 


209771_x_at 


-2.07371303677609 


203936_s_at 


-2.04218257187719 


20201 8_s_at 


-1.88089473759452 


201029_8_at 


1.75719687256454 


223894_8_at 


-1.74095406790845 


207269_at 


-1.71722340830381 


203757_s_at 


-1,70294141320522 


205863_at 


-1.70288697664328 


211657_at 


-1.69693858255424 


20551 3_at 


-1.64900632810016 


223839_s_at 


-1.60135318115808 


210254_at 


-1.56841234039023 


39835,at 


1.23907392901905 



P 


decision iimit 


gene symbol 


0 




LCN2 


0 




BPI 


0* 


3039.3 


SGP28 


0* 


3429.4 


CD24 


0* 


7865.1 


CEACAM8 


0 




CAMP 


0 






n 

u 






0* 


7297.15 


MMP9 


0 




LTF 


0* 


1592.95 


MIC2 


0* 


455.2 


FTS 


0* 


15756.25 


DEFA4 


0 




CEACAM6 


0 




S100A12 


0 






0 




TCN1 


0 






0 






0 




SBF1 



1017 



wo 03/039443 



PCT/EP02/12303 



AML vs. normal BM 


samples: 175/9 








accuracy 


0.989130434782609 








confidence 


1 








failed: 


48,179 








gene 


signal-to-nblse 


p 


decision limit 


gene symbol 


212631_at 


-2.40063827757397 


0 




LCN2 


210244.al 


-2.19732582937896 


0 




CAMP 


20201 8_8.at 


-2.14183206922033 


0* 


12387 


LTF 


231241_at 


-2.03350599733901 


0 






218516_s_at 


1.74555082511394 


0 




FU20421 


225792_at 


-1.63422305998419 


0 






228377_at 


-1.59923589910665 


0 




KIAA1384 


244652_at 


-1.53426287521002 


0 






225700_at 


-1.53281555961668 


0 






2Q1396_s_at 


1.46622297092893 


0 




SGT 


207802_at 


-1.44831955629631 


0 




SGP28 


208141_s_at 


1.43174521272245 


0 




MGC4293 


207269_at 


-1.42268720126305 


0 




DEFA4 


200631_s_at 


1.40042176845386 


0 




SET 


208651_x_at 


-1.39706589332311 


0 




CD24 


227151_at 


, 1,39359540599557 


0 






210004_at 


-1.38874742675296 


0 




0LR1 


203367_at 


1.38466765321816 


0 




DUSP14 


218916_at 


1.37378311700267 


0 




FU23436 


40189_at 


1.35679082157773 


0 




SET 



1018 
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PCT/EP02/12303 



OLL vs. all other 


samples: 35 / 245 






• * 


accuracy 


0.996428571428571 








confidence 


1 








failed: 


31 








gene 


' signal-to-noise 


P 


decision limit 


gene symbol 


224838_at 


2.79416338027605 


0 






239287_at 


2.23575554655226 


0* 


630.55 




22361 4_at 


2.14355675231863 


0 




CARD11 


44790_s_at 


2.09543551176381 


0 




FLJ21562 


228390_at 


2.08427210739342 


0 






223391_at 


2.06238950802763 


0 




. LOC81537 


208091_s_at 


2.03394814388952 


0 




DKFZP564K0822 


219471_at 


2.03307120666838 


0 




FLJ21562 


229072_at 


2.02056757302765 


0 






243780.at 


2.01909938888062 


0 






223287.s_al 


2.00808281461583 


0 




F0XP1 


212590_at 


1.988255009037 


0 






229844_at 


1.97715993452055 


0 






2a8456_s_at 


1.97615733325 


0 




RRAS2 


201998_at 


1.97574573382318 


0 




SIAT1 


225927_at 


1.95021458529306 


0 




MAP3K1 


202589_at 


-1.92898152025988 


0 




TYMS 


230768_at 


1.92227084324811 


0 






224837_at 


1.91127793077848 


0 




F0XP1 


214615_at 


1.91102072539206 


0 




P2Y10 



1019 



wo 03/039443 



PCT/EP02/12303 



CLLVS.CML 


samples: 35/14 








accuracy 


1 








confidence 


1 








gene 


signaUto-noise 


D 


decision limit 


gene symbol 


210254_at 


^.916136683483 


0* 


3718,45 




205557_al 


-4.69748391 957959 


0 




BPI 


208111_at 


-4.5882752701 0068 


0 




RNASE2 


206871 _at 


-4.44599783341785 


0 




ELA2 


202503_s_at 


-4.43537957592345 


0 




KIAA0101 


20961 9_at 


4 433852481 1 3705 


0 






203949_at 


-4 375481 89755698 


0 






202589_al 


-4 23719643920935 


0 




TYIUI55 


212268_at 


-4 17631489395545 


0 






212531_at 


-4 14992393038831 


0 










u 




/^C AMD 


210334„x.at 


-3.95114669210453 


0 




BtRC5 


204670_x_at 


3,87176276162045 


0 




HLA-DRB5 


224838„at 


3.70493413772712 


0 






208306_x_at 


3.70225365884714 


0 




HLA-DRB4 


212750_at 


• 3.65712314278563 


0 




PPP1R16B 


200654_at 


-3.65009107919176 


0 




P4HB 


213572_s_at 


-3.6081864481715 


0 




SERPINB1 


207269_at 


-3.56289987570257 


0 




DEFA4 


41577_at 


3.23509608373299 


0 




PPP1R16B 
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CLL vs. normal BM 


samples: 35 / 9 








accuracy 


1 








confidence 


1 








gene 


signal-to-noise 


P 


decision limit 


gene symbol 


210613_s_at 


-4.82300971873091 


0* 


459.4 


SYNGR1 


204776.at 


-4.80025506569938 


0 




THBS4 


218662.8.at 


-4.51907004754891 


0 




HCAP-G 


205051_s_al 


-4.209001 92886026 


0 




KIT 


202503_s_at 


-4.20172034150208 


0 




KIAA0101 


202580_x_at 


-4.18939678293477 


0 




F0XM1 


20201 8„s_at 


-4,17647701264208 


0 




LTF 


206871_at 


-4.05443661323167 


0 




ELA2 


230g88.at 


-4.04866661866689 


0 






224975_at 


-3.82592760915745 


0 




NFIA 


227230_s_at 


-3.69195069014623 


0 




KIAA1211 


20971 4_s,at 


-3.58566958034221 


0 




CDKN3 


212531.at 


-3.6792512^815766 


0 




LCI^ 


214575_s_at 


-3.54194227378832 


0 




AZU1 


223785_at 


-3.42904648124574 


0 




FLJ10719 


224976.at 


-3.40063969780409 


0 




NFIA 


218424„s_at 


-3.38874340856322 


0 




FLJ10829 


202705_at 


-3.38096906634746 


0 




CCNB2 


202589.at 


-3.36383889155021 


0 




TYMS 



1021 
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CML vs. all other 


samples: 14/266 


accuracy 


0.9821 428571 42857 


confidence 


0.984872053615011 


failed: 


1,5,7,11.28 


gene 


signal-to-noise 


212531_at 


2.22285326348413 


205557_at 


2.21595356438375 


206676_at 


2.03792028235761 


209772_s_at 


1.92045186041392 


207802_at 


1.85737448791579 


216379,x_at 


1.78690596201348 


209771_x_at 


1.78099473628645 


203936.s_at 


1.76415242821485 


211667„at 


1.70950599523981 


203757_s.at 


1.69567517095366 


210264_at 


1.67886160490067 


202018_s_at 


1.66318733776484 


211275_s_at 


1,64178539863162 


20551 3_at 


1.62356154923572 


205863_at 


1.61881375489405 


223839_s_at 


1.58264885795695 


206440_at 


1.58048354996482 


210244_at 


1.57522288410986 


207269„at 


15628690030838 


204174.at 


1.56441937407586 



p decision limit gene symbol * 

0 LCN2 

0* 11581.65 BPI 

0 CEACAM8 

0* 3429.4 CD24 

0 SGP28 

0 

0 CD24 

0 MMP9 
0 

0 CEACAM6 
0 

0 LTF 

0 ' GYG 

0 TCN1 

0 S100A12 
0 

0 VELIl 

0 cmp 

0 DEFA4 

• 0 AL0X5AP 



1022 
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OML vs normal BM 


sampias: 14/9 




















1 








Q6n6 


signal-to-nolsa 


p 


decision limit 


gene symbol 


9971 on at 


' -3.96995770729437 


0* 


39.95 




904569 at 


-3.83910818190111 


0 




IRF4 


997749 at 


-3 11980636745679 


0 






900*577 a* 


-2 65145492785893 


0 




KiAA1384 


99071*5 at 


-2.2822928561 441 9 


0 








-9 97'^a4490268273 


0 




CD74 




-9 991ft47'^'W4R05S 


0 




DKFZP566D1346 


on4nR7 at 


-2 13119125485685 


0 




iCSBPi 


onic^R at 


-9 0505886961 8543 


0 




TGFBI 




-9 005*5054695083 


0 




LEF1 




.9 00414646646454 


0 






225331 _at 










223280.x_at 


-1.95125537387335 


0 




MS4A6A 


243780_.at 


-1.94601159348593 


0 






228055_at 


-1 .9441849^221 925 


0 






204670_x_at 


-1.94197079510435 


0 




HLA-DRB5 


208683_at 


-1.93662356244796 


0 




CAPN2 


210356_x.at 


-1.92014292171279 


0 




MS4A2 


209670_at 


-1.89146017871026 


0 




TRA 


AFFX- 


1.0887744230798 


0 




GAPD 



HUMGAPDH/M331 97„3_at 
-HG-U133B 
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normal BM vs. all other 


samples: 9 / 271 


accuracy 


0.975 


confidence 


0.993135080527801 


failed: 


1,3,4.5,6,8,9 


gene 


signal-to-nbise 


231241 jat 


1.74993445464942 


20201 8_s_at 


1.72201479004034 


212531_at 


1.63441866839502 


210244_at 


1.48912390888008 


244652 jat 


1.41243941049484 


224976_al 


1.41100451645958 


218916_at 


-1.39948677493198 


218516_s_at 


-1.39516117721544 


208141_s_at 


-1.38238694283986 


201396_s_at 


-1.3585420884411 


230988jat 


1.30213323583922 






224975_al 


1.28440445542309 


227497_at 


1.2690169947779 


203535_at 


1.26454687252909 


203367_at 


. -1.25252661696593 


40189_at 


-1.24465725545763 


223785_at 


1.23866083411764 


225700_at 


1.22842543098158 


207269_at 


1.22161055733689 



p decision limit gene symbol 

0* 145.7 

0 LTF 

0 LCN2 

0 CAI^P 
0 

0 NFIA 

0 FU23436 

0 FLJ20421 

0 MGC4293 

0 SGT 
0 

0 SET 

0 NFIA 

0* 317,95 

0 S100A9 

0 DUSP14 

0 SET 

0 FLJ10719 
0 

0 DEFA4 



1024 
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Table 42: Analysis of 4 leukemia subgroups and normal bone marrow (BM) aqcording to the method 
. dtecrfbed by Westfall & Young. The 499 significant genes are listed. The raw p value as well as the adjusted 
p value are shown. Furthermore It Is indicated whether the genes were also Identified as discriminative by 
the method described by Golub et ai. (* most important gene in pairwise comparisons, + one of the top 20 
5 significant genes) 



genelD 


Golub 


rawp adjp 




20099o_8_at 




0.0001 


0.0001 CKAP4 


201012_at 




0.0001 


0.0001 ANXA1 


201079_at 




0.0001 


0.0001 SYNGR2 


201189_s_at 




0.0001 


0.0001 ITPR3 


201200_at 


+ 


0.0001 


0.0001 CREG 


201362_at 




0.0001 


0.0001 NS1-BP 


201812_s_at 


• 


0.0001 


0.0001 LOC54543 


201853_s_at 




0.0001 


0.0001 CDC25B 


201858j5_at 




0.0001 


0.0001 PRG1 


A A^ AAA 

201889_at 




0.0001 


0.0001 GS3786 


AA^ AAA A 

201962js_at 




0.0001 


0.0001 SBB103 


201998_at 


+ 


0.0001 


1 

0.0001 SIAT1 


AAAA^ A 4 

20201 8_s_at 




0.0001 


0.0001 LTF 


4A^AOA ^ _ 1, 

2020oU^s_at 




0.0001 


0.0001 KiAA1042 


2Q22o4jat 




0.0001 


0.0001 KIAA0440 


AU24Zl^at 




0.0001 


A AAA^ l^%Af">A 

0.0001 IGSF3 


2D2441_at 




0.0001 


0.0001 KE04 


AU^OA^js^ai 




0.0001 


A AAA.i l^t A AAO*9e 

0.0001 KIAA0275 


^uzouo_s^at 




0.0001 


0.0001 TLK1 


*)A1VAA 

202709_at 




0.0001 


0.0001 FMOD 


202723_s.at 




0.0001 


0.0001 F0X01A 


202761_s_at 




0.0001 


0.0001 SYNE-2 


202822_at 




0.0001 


0.0001 LPP 


202880.s_at 




0.0001 


0.0001 PSCD1 


203020.at 




0.0001 


0.0001 KIAA0471 


203037_s_.at 




0.0001 


0.0001 KIAA0429 


203067_s_at 




0.0001 


0.0001 PRDM2 


203143.s_at 




0.0001 


0.0001 KIAA0040 


203217.s_at 




0.0001 


0.0001 SIAT9 


203233.at 




0.0001 


0.0001 IL4R 


203241_at 




0.0001 


0.0001 UVRAG 


203288_at 




0.0001 


0.0001 KIAA0355 


203385.at 




0.0001 


0.0001 DGKA 


203607.at 




0.0001 


0.0001 SAC2 
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203685_at 

203753_at 

203757 J5_at 

203881 jB.at 

203936_s_at 

204000_at 

204118_at 

204192.at 

204199.at 

204205_at 

20421 6_at 

204269.at 

204328.at 

204352.at 

204401.at 

20461 l.at 

204512_at 

2O4604.at 

204674_at 

204731_at 

204793.at 

204882.at 

204922.at 

204951^at 

205019_s_at 

205040. at 

205041. s_at 
205049.s_at 
205105_at 
205192_at 
205223.at 
205267_at 
205306 jc.at 
205308_at 
206383_s_at 
205414_s_at 
20S513.at 
205547_8.at 
205557.at 
205599_at 
205613_at 
205627.at 



0.0001 0.0001 BCL2 

0.0001 0.0001 TCF4 

0.0001 0.0001 CEACAM6 

0.0001 0.0001 DMD 

0.0001 0.0001 MMP9 

0.0001 0.0001 GNB5 

0.0001 0.0001 CD48 



0,0001 


0.0001 CD37 


0.0001 


0.0001 RALGPS1A 


0.0001 


0.0001 MDS019 


0.0001 


0.0001 MGC4175 


0.0001 


0.0001 PIM2 


0.0001 


0.0001 LAK-4P 


0.0001 


0.0001 TRAF5 


0.0001 


0.0001 KCNN4 


0.0001 


0.0001 K1AA0793 


0.0001 


0.0001 HIVEP1 


0.0001 


0.0001 PFTK1 


0.0001 


0.0001 LRMP 


0.0001 


0.0001 TGFBR3 


0.0001 


0.0001 KIAA0443 



0.0001 0.0001 KIAA0053 

0.0001 0.0001 FLJ22531 

0.0001 0.0001 ARHH 

0.0001 0.0001 VIPR1 



0.0001 


0.0001 0RM1 


0.0001 


0.0001 0RM1 


0.0001 


0.0001 CD79A 


0.0001 


0.0001 MAN2A1 


0.0001 


0.0001 WIAP3K14 


0.0001 


0.0001 KIAA0645 


0.0001 


0.0001 P0U2AF1 


0.0001 


0.0001 KMO 


0.0001 


0.0001 LOC51101 


0.0001 


0.0001 ZNF2BB 


0.0001 


0.0001 K1AA0672 


0.0001 


0.0001 TCN1 


0.0001 


0.0001 TAGLN 


0.0001 


0.0001 BPI 


0.0001 


0.0001 TRAF1 


0.0001 


0.0001 LOC51760 


0.0001 


0.0001 CDA 
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206671_s_at 




0.0001 


0.0001 HLA-DpB 


205691 jat 




0.0001 


0.0001 SYNGR3 


205790.at 




0.0001 


0.0001 SCAP1 


205801_s.at 




0.0001 


0.0001 GRP3 


205805.s.at 




0.0001 


0.0001 ROR1 


205863_at 


+ 


0.0001 


0.0001 S1C0A12 


205901.at 




0.0001 


0.0001 PNOC 


20S933.at 




0.0001 


0.0001 SETBP1 


205997_at 


+ 


0.0001 


0.0001 AOAM28 


206111_at 


+ 


0.0001 


0.0001 RNASE2 


206126.at 




0.0001 


0.0001 BLR1 


206150_at 




0.0001 


0.0001 TNFRSF7 


206177_s_at 




0.0001 


0.0001 ARG1 


206245_s_at 




0.0001 


0.0001 NS1-BP 


206256_at 


+ 


0.0001 


0.0001 BLK 


206337_at 




0.0001 


0.0001 CCR7 


209398.9.at 


* 


0.0001 


0.0001 CD19 


206513_at 




0.0001 


0.0001 AIM2 


206516_at 




0.0001 


0.0001 CYP4F3 


206676.at 




0.0001 


0.0001 CEACAM8 


206759.at 




. 0.0001 


0.0001 FCER2 


206760.s.at 




0.0001 


0.0001 FCER2 


207000_.s_at 




0.0001 


0.0001 PPP3CC 


207168_s_at 




0.0001 


0.0001 H2AFY 


2072e9.at 


* 


0.0001 


0.0001 DEFA4 


207384^at 




0.0001 


0.0001 PGLYRP 


207641_at 




0.0001 


0.0001 TACI 


207700_s^at 




0.0001 


0.0001 NC0A3 


207734_at 




0.0001 


0.0001 FLJ20340 


207777_s.at 




0.0001 


0.0001 SP140 


207802.at 


• 


0.0001 


0.0001 SGP28 


207819_s_at 




0.0001 


0.0001 ABCB4 


207957_s.at 




0.0001 


0,0001 PRKCB1 


208091.s^at 


+ 


0.0001 


0.0001 DKFZP564K0822 


208168_s_at 




0.0001 


0.0001 CHIT1 


2Q8190_s_at 




0.0001 


0.0001 LISCH7 


208196^at 




0.0001 


0.0001 TTN 


208268_at 




0.0001 


0.0001 ADAM28 


208456_s_at 


+ 


0.0001 


0.0001 RRAS2 


208470.s.at 




0.0001 


0.0001 HPR 


208623_s_at 




0.0001 


0.0001 V1L2 


208667_s.at 




0.0001 


0.0001 MSF 



1027 



wo 03/039443 



PCT/EP02/12303 



208864_8_at 


+ 


0.0001 


0.0001 TXN 


208913_at 




0.0001 


0.0001 GGA2 


208914.at 




0.0001 


0.0001 QGA2 


209060 jc.at 




0.0001 


0.0001 NC0A3 


209061_at 




0,0001 


0.0001 NC0A3 


209062_x_at 




0.0001 


0.0001 NC0A3 


209075_s_at 




0.0001 


0.0001 NIFU 


209236.at 




0.0001 


0.0001 


209306_s.at 




0.0001 


0.0001 SWAP70 


209307_at 




0.0001 


0.0001 SWAP70 


209374_8_at 




0.0001 


0.0001 IGHM 


209412.at 




0.0001 


0.O001 TMEM1 


209682.at 




0.0001 


0.0001 CBLB 


209685_s_at 




0.0001 


0.0001 PRKCB1 


209761_s_at 




0.0001 


0.0001 SP110 


209765.at 




0.0001 


0.0001 ADAM19 


209772.s_at 


* 


0.0001 


0.O001 CD24 


209780_at 




0.0001 


0.0001 DKFZP564F013 


209827_s_at 




0.0001 


0.0001 IL16 


209994_s_at 




0.0001 


0.0001 ABCB1 


210004.at 


+ 


0,0001 


0.0001 0LR1 


210244.at 


+ 


0.0001 


0.0001 CAMP 


210262_at 




0.0001 


0.0001 TPX1 


210268_at 




0.0001 


0.0001 NFX1 


210279_at 




0.0001 


0.0001 GPR18 


210356_x_at 


+ 


0.0001 


0.0001 MS4A2 


210658.s.at 




o.ooon 


0.0001 GGA2 


210763„x_at 




0.0001 


0.0001 LY117 


210789_x_.at 




0.0001 


0.0001 CEACAM3 


210948_s_at 


+ 


0.0001 


0.0001 LEF1 


211105_s_at 




0.0001 


0.0001 NFATC1 


211138.s_at 




0.0001 


0.0001 KMO 


211352_s_at 




0.0001 


0.0001 NC0A3 


211502_s_at 




0.0001 


0.0001 PFTK1 


211657_at 


+ 


0.0001 


0.0001 


211771_s_at 




0.0001 


0.0001 POU2F2 


211883_x_at 




0.0001 


0.0001 CEACAM1 


211889_x.at 




0.0001 


0.0001 CEACAM1 


211984.at 




0.0001 


0.0001 


212074.at 




0.0001 


0.0001 KIAA0810 


212229.s.at 




0.0001 


0.0001 


212231.at 




0.0001 


0.0001 FBX021 
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212268.at 


+ 


0.0001 


0.0001 SERP1NB1 

1 


212311.at 




0.0001 


0.0001 KIAA0748 


212313_at 




0.0001 


0.0001 


212314_at 




0.0001 


0.0001 KIAA0746 


212346_s_at 




0.0001 


0.0001 DKFZP586F2423 


212382.at 


• 


0.0001 


0.0001 


212385.at 




0.0001 


0.0001 


212386_at 




0.0001 


0.0001 


21238?_at 




0.0001 


0.0001 


212400_at 




0.0001 


0.0001 


212S31_at 


+ 


0.0001 


0.0001 LCN2 


212569.at 




0.0001 


0.0001 KIAA0650 


212577.at 




0.0001 


0.0001 KIAA0650 


212579_at 




0.0001 


0.0001 KIAA0650 


212589.at 


• 


0.0001 


0.0001 RRAS2 


212590.at 


+ 


0.0001 


0.0001 


212614_at 




0.0001 


0.0001 


212660_at 




0.0001 


0.0001 KIAA0239 


212733.at 




0.0001 


0.0001 KIAA0226 


212735_at 




0.0001 


0.0001 KIAA0226 


212827_at 


+ 


0.0001 


0.0001 (GHM 


212838_at 




0.0001 


0.0001 KIAA1010 


212886_at 




0.0001 


0.0001 DKFZP434C171 


212914_at 


+ 


0.0001 


0,0001 PKP4 


212956„at 




0.0001 


0.0001 KIAA0882 


212960.at 




0.0001 


0.0001 K1AA0882 


212970_at 




0.0001 


0.0001 


212985.at 




0.0001 


0.0001 


213049_at 




0.0001 


0.0001 DKFZp566D133 


213142 jc.at 




0.0001 


0.0001 LOC54103 


213295.at 




0.0001 


0.0001 


213309_at 




0.0001 


0.0001 PLCL2 


213353.at 




0,0001 


0.0001 ABCA5 


213370_s_at 




0,0001 


0.0001 DKFZP434L243 


213453_x.at 




0.0001 


0.0001 GAPD 


213511_s_at 




0.0001 


0.0001 


213572_s_at 


+ 


0.0001 


0.0001 SERPINB1 


213600.at 




0.0001 


0.0001 KIAA0645 


213622.at 




0.0001 


0.0001 COL9A2 


213674.x_at 




0.0001 


0.0001 IGHG3 


213889_x_at 




0.0001 


0.0001 RPL5 


213772_8.at 




0.0001 


0.0001 GGA2 
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213891.s_at 


0.0001 


0.0001 


213927.at 


0.0001 


0.0001 


214238.at 


0.0001 


0.0001 


214616^at 


+ 0,0001 


0.0001 P2Y10 


214686_at 


0.0001 


0.0001 2NF266 


214786_at 


0.0001 


0.0001 MAP3K1 


214924.s_at 


0.0001 


0.0001 


215100_at 


0.0001 


0.0001 


215348_at 


0.0001 


0.0001 TNFRSF5 


215785_s.at 


+ 0.0001 


0.0001 CYFIP2 


216044_x.at 


0.0001 


0.0001 


216095.x.at 


0.0001 


0,0001 MTMR1 


216218_s.at 


0.0001 


0.0001 PLCL2 


216356_x_at 


0.0001 


0.0001 BAIAP3 


217398.x.at 


0.0001 


0.0001 


217418.x„at 


0.0001 


0.0001 MS4A2 


217478.8.at 


0.0001 


0.0001 


217504_at 


0.0001 


0.0001 ABCA6 


217838_s_at 


0.0001 


0.0001 RNB6 


217950_at 


0.0001 


0.0001 NOSIP 


218090_s_at 


0.0001 


0.0001 


218100_s_at 


0.0001 


0.0001 ESRRBL1 


218329_at 


0.0001 


0.0001 PRDM4 


218354_at 


0.0001 


0.0001 LOC51693 


218531_at 


0.0001 


0.0001 FU21749 


218614.at 


0.0001 


0.0001 FLJ10652 


218974.at 


0.0001 


0.0001 FU10159 


219029_at 


0.0001 


0.0001 FU21657 


219073_s_at 


0.0001 


0.0001 OSBPL10 


219221.at 


0.0001 


0.0001 FLJ22332 


219471_at 


+ 0.0001 


0.0001 FU21562 


219574_at 


0.0001 


0.0001 FLJ20668 


219690_at 


0.0001 


0,0001 FLJ22573 


219734_at 


0.0001 


0.0001 FLJ20174 


219820.at 


0.0001 


0.0001 NTT5 


220001_at 


0.0001 


0.0001 PADI5 


220007.at 


0.0001 


0,0001 FLJ13984 


220059_at 


0.0001 


0.0001 BRDG1 


220118.at 


0.0001 


0.0001 TZFP 


220338.at 


0.0001 


0.0001 FLJ10244 


220987_8.at 


0.0001 


0.0001 DKFZP434J037 


220999_8.at 


0.0001 


0.0001 PR01331 
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221011^8.at 




0.0001 


0.0001 DKFZP566J091, 


221030.8.at 




0.0001 


0.0001 DKFZP564B1162 


221234.s.at 




0.0001 


0.0001 BACH2 


221239_s_at 




0.0001 


0.0001 SPAP1 


221268_8_at 




0.0001 


0.0001 L0C81537 


221331_x_at 




0.0001 


0.0001 CTLA4 


221558.8.at 


+ 


0.0001 


0.0001 LEF1 


221$86.8_at 




0.0001 


0.0001 E2F5 


221601_9_at 




0.0001 


0.0001 TOSO 


221602_s_at 




0.0001 


0,0001 TOSO 


221778_at 




0.0001 


0.0001 KIAA1718 


221865.at 




0.0001 


0.0001 


221969_at 


* 


0.0001 


0.0001 PAX5 


222073_at 




0.0001 


0.0001 C0L4A3 


222146_8_at 




0.0001 


0.0001 


2221S0_s_at 




0.0001 


0.0001 


222520_s.at 




0.0001 


0.0001 ESRRBL1 


222996_s_at 




0.0001 


0.0001 HSPC195 


223287_s_at 


+ 


0.0001 


0.0001 F0XP1 


223391_at 


+ • 


0.0001 


0.0001 L0C81537 


223422.8_at 




0.0001 


0.0001 DKFZP564B1162 


223514.at 


* 


0.0001 


0.0001 CARD11 


223522.at 




0.0001 


0.0001 GL012 


223595_at 




0.0001 


0.0001 AD031 


223894_s_at 


* 


0.0001 


0.0001 FTS 


224404_8_at 




0.0001 


0.0001 IRTA2 


224405.at 




0.0001 


0.0001 IRTA2 


224406_s_at 




0.0001 


0.0001 IRTA2 


224482_s_at 




0.0001 


0.0001 MGC11316 


224516_s_at 




0.0001 


0.0001 HSPC195 


224609.at 




0.0001 


0.0001 CTL2 


224735_at 




0.0001 


0.0001 


22481 l^at 




0.0001 


0.0001 


224833.at 




0.0001 


0.0001 ETS1 


224837.at 


+ 


0.0001 


0.0001 F0XP1 


224838.at 


+ 


0.0001 


0.0001 


224994_at 




0.0001 


0.0001 CAMK2D 


226136_at 




0.0001 


0.0001 


225144_at 




0.0001 


0.0001 


225230.at 




0.0001 


0.0001 CEPT1 


225246.at 




0.0001 


0.0001 STiM2 


225250^at 




0.0001 


0.0001 STIM2 
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225327„at 


0.0001 


0.0001 FLJ10980 


225512.at 


0.0001 


0.0001 


225624.at 


0.0001 


0.0001 


225629_8_at 


0.0001 


0.0001 KIAA1538 


225635.s.at 


0.0001 


0.0001 


225640.at 


0.0001 


0.0001 


225917.at 


0.0001 


0.0001 bKFZp762B226 


225927_at 


0.0001 


0.0001 MAP3K1 


226005_at 


0.0001 


0.0001 


226008_at 


0.0001 


0.0001 HCA4 


226013.at 


0.0001 


0.0001 


226063.at 


0.0001 


0.0001 


226122.at 


0.0001 


0.0001 


226147_s_at 


0.0001 


0.0001 


2261S6_at 


0.0001 


0.0001 


226247.at 


0.0001 


0.0001 


226250.at 


0.0001 


0.0001 


226252_at 


0.0001 


0.0001 . 


226258.at 


0.0001 


0.0001 


226301_at 


0.0001 


0.0001 dJ55C23.6 . 


226326.at 


0.0001 


0.0001 


2263iB4.at 


0.0001 


0.0001 HTPAP 


226408_at 


0.0001 


0.0001 TEAD2 


226454.at 


0.0001 


0.0001 LOC92979 


226508.at 


0.0001 


0.0001 


226538_at 


0.0001 


0.0001 MAN2A1 


226550_at 


0.0001 


0.0001 


226560.at 


0.0001 


0.0001 


226625.at 


0.0001 


0.0001 TGFBR3 


226635.at 


0.0001 


0.0001 


226641.at 


0.0001 


0.0001 


22671 3.at 


+ 0.0001 


0.0001 


226878_at 


0.0001 


0.0001 


226905_at 


0.0001 


0.0001 


226989.at 


0.0001 


0.0001 


227030.at 


0.0001 


0.0001 


227047_x^at 


0.0001 


0.0001 KIAA1538 


227121_at 


0.0001 


0.0001 


227146.at 


0.0001 


0.0001 


227152.at 


0.0001 


0.0001 


227167_8_at 


.0.0001 


0.0001 


227173^8.at 


0.0001 


0.0001 BACH2 
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227189^at 


0.0001 


0.0001 K1AA1599 

1 


227198.31 


0.0001 


0.0001 


227224_at 


0.0001 


0.0001 


227261_at 


0.0001 


0.0001 KLF12 


227393.at 


0.0001 


0.0001 


227396.at 


0.0001 


0.0001 


227408.8_at 


0.0001 


0.0001 MSTP043 


227414_at 


0.0001 


0.0001 DKFZp547E052 


227478_at 


0.0001 


0.0001 


227533.at 


0.0001 


0.0001 


227588.at 


0.0001 


0.0001 


227608.8_at 


0.0001 


0.0001 KIAA1373 


227607_at 


0.0001 


0.0001 KIAA1373 


227670.at 


0.0001 


0.0001 


227749.at 


+ . 0.0001 


0.0001 


227767_at 


0.0001 


0.0001 CSNK1G3 


227817^at 


0.0001 


0.0001 


227900_at 


0.0001 


0.0001 


228003_at 


0.0001 


0.0001 


228007.at 


0.0001 


0.0001 > 


228029.at 


0.0001 


0.0001 KiAA1982 


228298_at 


0.0001 


0.0001 LOC91523 


228343_at 


0.0001 


0.0001 POU2F2 


228345_at 


0.0001 


0.0001 


228377.at 


+ 0.0001 


0.0001 KIAA1384 


228390.at 


+ 0.0001 


0.0001 


228471_at 


0.0001 


0.0001 


228476_at 


0.0001 


0.0001 KIAA1407 


228518.at 


0.0001 


0.0001 IGHG3 


228551.at 


0.0001 


0.0001 


228555.at 


0.0001 


0.0001 


228592_at 


0.0001 


0.0001 


228599_at 


0.0001 


0.0001 


228693.at 


0.0001 


0.0001 


228984.at 


0.0001 


0.0001 KIAA1394 


229001.at 


0.0001 


0.0001 


229070_at 


0.0001 


0.0001 MGC12335 


229072_at 


+ 0.0001 


0.0001 


229194.at 


0.0001 


0.0001 


229310.at 


0.0001 


0.0001 K1AA1921 


229383_at 


0.0001 


0.0001 


229513.at 


0.0001 


0.0001 
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229659.s.at 


0.0001 


0.0001 


229681.at 


0.0001 


0.0001 


229750.at 


0.0001 


0.0001 


229779_at 


0,0001 


0.0001 


229844_at 


+ 0.0001 


0.0001 


229872_s_at 


0.0001 


0.0001 K1AA0493 


229923.at 


0.0001 


0.0001 


229934_at 


0.0001 


0.0001 


230110_at 


0.0001 


0.0001 


230245_s_at 


0.0001 


0.0001 


230363_s.at 


0.0001 


0.0001 SAC2 


230489_at 


0.0001 


0.0001 CDS 


230499_at 


0.0001 


0.0001 


230551_at 


0.0001 


0.0001 


230648_at 


0.0001 


0.0001 


230689_at 


0.0001 


0.0001 


230753.at 


0.0001 


0.0001 


230768_at 


+ 0.0001 


0.0001 


230793_at 


0.0001 


0.0001 FLJ20048 


230802.at 


0.0001 


0.0001 DKFZP564B1162 


23080i_s.at 


0.0001 


0.0001 DKFZP564B1162 


230834_at 


0.0001 


0.0001 


230877_at 


0.0001 


0.0001 1GHG3 


230917_at 


0.0001 


0.0001 


230939.at 


0.0001 


0.0001 


230983.at 


0.0001 


0.0001 


230986_at 


0.0001 


0.0001 


230997_at 


0.0001 


0.0001 


231093_at 


0.0001 


0.0001 FCRH3 


231332_at 


0.0001 


0.0001 


231406.at 


0.0001 


0.0001 


23141 8_at 


0.0001 


0.0001 MS4A2 


231647_s_at 


0.0001 


0.0001 1RTA2 


231656_x^at 


0.0001 


0.0001 OSBPL10 


231775.at 


0.0001 


0.0001 TNFRSF10A 


231793_8_at 


0.0001 


0.0001 CAMK2D 


231794_at 


0.0001 


0.0001 CTLA4 


231873_at 


0.0001 


0.0001 


232027.at 


0.0001 


0.0001 


23206O.at 


0.0001 


0.0001 


232112.at 


0.0001 


0.0001 


232125.at 


0.0001 


0.0001 
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232210.at 


0.0001 


0.0001 


2i2614.at 


0.0001 


0.0001 


232739.at 


0.0001 


0.0001 


232950.s.at 


0.0001 


0.0001 NIR3 


233483_at 


0.0001 


0.0001 


233955_x_at 


0.0001 


0.0001 HSPC195 


234140_s_at 


0.0001 


0.0001 STIM2 


234362.s.at 


0.0001 


0.0001 CTLA4 


234725js.at 


0.0001 


0.0001 SEMA4B 


23S023.at 


0.0001 


0.0001 


235051.at 


0.0001 


0.0001 


235061_at 


0.0001 


0.0001 


235331_x.at 


0.0001 


0.0001 


235353_at 


0.0001 


0.0001 KIAA0746 


235372_at 


0.0001 


0.0001 FREB 


235385_at 


0.0001 


0.0001 FU20668 


235400.at 


0.0001 


0.0001 FREB 


235401.s.at 


0.0001 


0.0001 FREB 


235422_at 


0.0001 


0.0001 FALZ 


235444_at 


0.0001 


0.0001 ' 


235459.at 


0.0001 


0.0001 


235674.at 


0.0001 


0.0001 


235982_at 


0.0001 


0.0001 FCRH1 


236190_at 


0.0001 


0.0001 


236226_at 


0.0001 


0.0001 


236248_x_at 


0.0001 


0.0001 


236265_at 


0.0001 


0.0001 


236280_at 


+ 0.0001 


0.0001 


236293_at 


0.0001 


,0.0001 


236301_at 


0.0001 


0.0001 


236341.at 


0.0001 


0.0001 CTLA4 


236458.at 


0.0001 


0.0001 


236796_at 


0.0001 


0.0001 


236854_at 


0.0001 


0.0001 


236979_at 


0.0001 


0.0001 


237411.at 


0.0001 


0.0001 LOC153516 


238065_at 


0.0001 


0.0001 


238067_at 


0.0001 


0.0001 


238376_at 


0.0001 


0.0001 


238516.at 


0.0001 


0.0001 BMPR2 


238S93.at 


0.0001 


0.0001 


238604_at 


0.0001 


0.0001 
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238790_at 




0.0001 


0.0001 


2i9054.at 




0.0001 


0.0001 


239122.at 




0,0001 


0.0001 IL24 


239152_at 




0.0001 


0.0001 


239229_at 




0.0001 


0.0001 


239231.at 




0.0001 


0.0001 


239278.at 




0.0001 


0.0001 


239287_at 


* 


0.0001 


0.0001 


239292_at 




0,0001 


0.0001 


239442.at 




0.0001 


0.0001 


239679.at 




0.0001 


0.0001 


240061.at 




0.0001 


0.0001 


240572_s_at 




0.0001 


0.0001 


241483_at 




0.0001 


0.0001 


242104_at 


• 


0.0001 


0.0001 


242388_x_at 




0.0001 


0.0001 


242404_at 




0.0001 


0.0001 


242458.at 




0.0001 


0.0001 


242463_x_at 




0.0001 


0.0001 


242541.at 




0.0001 


0.0001 ABCA9 


242633.x.at 




0.0001 


0.0001 


242774_at 


+ 


0.0001 


0.0001 SYNE-2 


242866_x_at 




0,0001 


0.0001 


242932.at 




0,0001 


0.0001 


243030.at 




0.0001 


0.0001 


243154.at 




0.0001 


0.0001 


243780_at 


+ 


0.0001 


0.0001 


243798_at 




0.0001 


0.0001 


243932_at 




0.0001 


0.0001 


243968_x_at 




0.0001 


0.0001 


244261.at 




0.0001 


0.0001 


32541_at 




0.0001 


0.0001 PPP3CC 


35974_at 




0.0001 


0.0001 LRMP 


37152_at 




0,0001 


0.0001 PPARD 


37831.at 




0.0001 


0.0001 K1AA0545 


38149.at 




0.0001 


0.0001 KIAA0053 


41220_at 


+ 


0.0001 


0.0001 MSF 


41660.at 




0.0001 


0.0001 CELSR1 


44790_8_at 


+ 


0.0001 


0.0001 FLJ21562 


49485.at 




0.0001 


0.0001 PRDM4 


54970.at 




0.O001 


0.0001 DKFZP761 12123 


74694.S_at 




0.0001 


0.0001 FU23282 
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AFFX-HUMGAPDH/M33197^3_at - HG.U133A 0.0001 0.0001 GAPD 

AFFX.HUMGAPDH/M33197.3.at + 0.0001 0.0001 GAPD 
.HG-U133B 

AFFX-HUMGAP0H/M33197_M.at + 0.0001 0.0001 GAPD 
- HG«U133A 
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Table 43a: Functional annotation of all genes Identified with relevance to leukemia subtyplng 
I 











Locus 




ID 


Gene Symbol 


Unlgene.Cluster 


SWISS-PROT 


Link 


Map Location 


1007_s_aLHG-U133A 


DDR1 


Hs.75562 


Q08345 


780 


6p21.3 


1729.at_HG-U133A 


TRADD 


Hs.89862 


Q16628 


8717 


16q22 


200008>_at.HG-U133A 


GDI2 


Hs.56845 


P50395 


2665 


10p15 


200008_s_at.HG-U133B 


GDI2 


Hs.56845 


P50395 


2665 


10p15 


200023_s_aLHG-U1 33A 


EF3S6 


Hs.7811 


000303 


8565 


2p16.1 


200040_at_HG-U133A 


KHDRBS1 


Hs. 119637 


Q99760 


10657 


1p32 


200047.s.at„HG-U1 33A 


YY1 


Hs.97496 


P25490 


7528 


14q 


200047_s_at.HG.U133B 


YY1 


Hs.97496 


P25490 


7628 


14q 


200056_s.at_H6-U133A 


C1D 


Hs.15164 


Q13901 


10438 


2p13-p12 


200068_s_aLHG-U1 33B 


CANX 


Hs. 166560 


P27824 


821 


5q35 


200071_aLHG-U133A 


SPF30 . 


HSJ9968 


075940 


10285 


10q23 


200072_8_at_HG-U133A 


HNRPM 


Hs.79024 


P52272 


4670 


19p13.3-p13.2 


200093_s_at_HG-U133A 


HINTI 


Hs.256697 


P49773 


3094 


5q31.2 


200094_s_at_HG-U133A 


EEF2 


Hs,76309 


PI 3639 


1938 


19pter-q12 


200598_s_aLHG-U1 33A 


TRA1 


Hs.82689 


PI 4625 


7184 


12q24.2<|24.3 


200608_s_aLHG-U1 33A 


RAD21 • 


H5.81848 


060216 


6885 


8q24 


200620^at_HG-U133A 


ClorfS 


H8.11441 


Q9BXS4 


9528 


1p36-p31 


200625_s_at_HG-U133A 


CAP 


Hs.104125 


Q01518 


10487 


1p34,3 


200630_x_aLHG-U1 33A 


SET 


Hs,145279 


Q15541 


6418 


9q34 


200631_s_at_HG-U1 33A 


SET 


Hs. 145279 


001 105 


6418 


9q34 


200646_s_aLHG-U1 33A 


NUCB1 


Hs. 172609 


Q96BA4 


4924 


19q13.2-q13.4 


200649_at_HG-U133A 


NUCB1 


Hs.172609 


Q96BA4 


4924 


19q13.2-q13.4 


200650_s_at„HG-U133A 


LDHA 


Hs.2795 


P00338 


3939 


11p15.4 


200654_at_HG-U133A 


P4HB 


Hs.75655 


P07237 


6034 


17q25 


200655_s_at_HG-U1 33A 


CALM1 


Hs. 177656 


AAH08597 


801 


14q24-q31 


200656_s_at_HG-U133A 


P4HB 


Hs.75655 


AAH10859 


5034 


17q25 


200659_s_at_HG-U133A 


PHB 


Hs.75323 


P35232 


5245 


17q21 


200861_at_HG-U133A 


PPGB 


Hs. 11 81 26 


P10619 


5476 


20q13.1 


200665_s_aLHG-U1 33A 


SPARC 


Hs.1 11779 


AAH08011 


6678 


5q31.3-q32 


200673_aLHG-U133A 


LAPTM4A 


Hs.1 11894 


Q15012 


9741 


2p24.3 


200875_at_HG-U133A 


CD81 


Hs.54457 


P18582 


975 


11 pi 6.5 


200679_x.at_HG-U1 33A 


HMG1 


H8.337757 


P09429 


3146 


13q12 


200707_aLHG-U133A 


PRKCSH 


Hs.1 432 


Q96D06 


5589 


19p13.1-p13.2 


200742_s_at_HG-U1 33A 


CLN2 


Hs.20478 


014773 


1200 


11p15 


200743_s_aLHG-U1 33A 


CLN2 


Hs.20478 


014773 


1200 


11p15 


200765_x_aLHG-U133A 


CTNNA1 


Hs.178452 


AAH00385 


1496 


5q31 


200770_s_at_HG-U133A 


LAMC1 


Hs.214982 


P11047 


3915 


1q31 


200825_s.aLHG-U133A 


ORP160 


Hs.277704 


Q9Y4L1 


10525 


11q23.1-q23.3 
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200829_x^aLHG-U1 33A 


ZNF207 


Hs.62112 


043670 


7756 


17q11.2 


200832_s_aLHG-U1 33A 


SCO 


H8.1 19597 


000767 


6319 


10q23-q24 


200867_aLHG.U133A 












200872.aLHG-U133A 


S100A10 


Hs.1 19301 


P08206 


6281 


1q21 


200890_s_aLHG-U1 33A 


SSR1 


Hs.250773 


P43307 


6746 


6p23 


200906_s.aLHG-U1 33A 












200907_s.aLHG-U1 33A 


K1AA0992 


Hs. 194431 


Q8WX93 


23022 


4q32.3 • 


200917_s.aLHG-U133A 


SRPR 


Hs.75730 


P08240 


6734 


11q23-q24 


200931.s_at_HG-U1 33A 


VCL 


Hs.75360 


P18206 


7414 


10q22.1-q23 


200935_aLHG-U133A 


CALR 


Hs.16488 


P27797 


811 


19p13.3-p13.2 


200951_s_aLHG-U1 33A 


CCND2 


Hs.75586 


P30279 


894 


12p13 


200952^s.at_HG-U133A 


CCND2 


Hs.75586 


P30279 


894 


12p13 


200953_s_aLHG-U1 33A 


CCND2 


Hs.75586 


P30279 


894 


12p13 


200967_aLHG-U133A 


PPIB 


Hs.699 


Q9BVK5 


5479 


15q21-q22 


200968_s_aLHG-U1 33A 


PPIB 


Hs.699 


P23284 


6479 


15q21-q22 


200984_s.aLHG-U1 33A 


CD59 


Hs,278573 


PI 3987 


966 


11p13 


200985.s_aLHG-U133A 


CD59 


Hs.278673 


AAH01506 


OCA 


11p13 


200986.aLHG-U133A 


SERPING1 


Hs.151242 


P06165 


710 


11q12-q13.1 


200996_aLHG-U133A 


ACTR3 


Hs.5321 


AAD51904 


10096 


2q13 


200998_s_aLHG-U1 33A 


GKAP4 


Hs.74368 


Q07065 


10970 


12q23.3 


2O1O04.at_HG-U133A 


SSR4 


Hs. 1021 35 


Q96BQ0 


6748 


Xq28 


201005_at_HG-U133A ' 


CD9 


Hs.1244 


P21926 


928 


12p13.3 


201008.s_.aLHG4J133A 


TXNIP 


Hs.179526 


Q16226 


10628 


1q12 


201012_aLHG-U133A 


ANXA1 


Hs.78225 


P04083 


301 


9q12-q21.2 


201 01 5„s_aLHG-U1 33A 


JUP 


Hs.2340 


Q16151 


3728 


17q21 


201029_s„aLHG-U133A 


MIC2 


Hs.177543 


AAH02584 


4267 


Xp22.32 


201034_aLHG-U133A 


ADD3 


Hs.324470 


Q9UEY8 


120 


10q24.2-q24.3 


201061„s^aLHG-U133A 


EPB72 


Hs.1 60483 


P27105 


2040 


9q34.1 


201069_aLHG-U133A 


MMP2 


Hs.1 11301 


P08253 


4313 


16q13-q21 


201079_aLHG-U133A 


SYNGR2 


Hs.5097 


043760 


9144 


17qter 


201105_aLHG-U133A 


LGALS1 


Hs.227751 


P09382 


3956 


22q13.1 


201 125.s_at_HG-U1 33A 


ITGB5 


Hs.149846 


AAH06541 


3693 


3q21.3 


201137^s_aLHG-U133A 


HLA-DPB1 


Hs.814 


Q30174 


3115 


6p21,3 


201152_s^aLHG-U133A 


MBNL 


Hs.28578 


Q96P92 


4154 


3q25 


201153_s_aLHG-U133A 


MBNL 


Hs.28578 


Q96RE3 


4154 


3q25 


201162_aLHG-U133A 


IGF6P7 


Hs.1192d6 


Q16270 


3490 


4q12 


201163_s_aLHG-U133A 


IGFBP7 


H8.1 19208 


Q07822 


3490 


4q12 


201164_s^aLHG4J133A 


PUM1 


Hs, 153834 


Q14671 


9698 


1p35.2 


201 1 89_s_at_HG-U1 33A 


ITPR3 


Hs.77515 


01 4573 


3710 


6p21 


201200_at_HG-U133A 


GREG 


Hs.5710 


075629 


8804 


1q24 


201247_aLHG4J133A 


SREBF2 


Hs.108689 


Q12772 


6721 


22q13 


201263^aLHG-U133A 


TARS 


H8.84131 


P26639 


6897 


5p13-cen 
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201278^at_HG-U133A 


DAB2 


Hs.81988 


P98082 


,1601 


5p13 


26l281_.aLHG-U133A 


ADRM1 


Hs.90107 


Q16186 


11047 


20q13.33 


201324_aLHG-U133A 


EMP1 


H8.79368 


P54849 


2012 


12p12.3 


201334_s_at_HG-U133A 


ARHGEF12 


Hs.6582 


015086 


23365 


11q23.3 


201 338^x_aLHG-U1 33A 


GTF3A 


Hs,75113 


Q9H2K0 


2971 


13q12.3-q13.1 


201352.aLHG-U133A 


' YME1L1 


Hs.208521 


Q9UMR9 


10730 


10p14 


201 358_s.aLHG-U1 33A 


COPB 


Hs.3059 


AAL39009 


1316 


11p16.2 


201359.aLHG-U133A 


COPB 


Hs.3059 


P53618 


1316 


11 pi 5.2 


201360_aLHG-U133A 


CST3 


Hs.135084 


P01034 


1471 


20p11.21 


201362_aUHG-U133A 


NS1-BP 


Hs. 197298 


Q9Y480 


10625 


1q25,1-q31.1 


201377_aLHG-U133A 


KIAA0144 


Hs.8127 


Q9BTU3 


9898 


1q21.2 


201 396.s_aLHG-U1 33A 


SGT 


Hs.203910 


043765 


6449 


19p13 


201416_at.HG-U133A 


S0X4 


Hs.83484 


099687 


6659 


6p22.3 



201417_at_HG-.U133A 



201425 at HG-U133A 


ALDH2 • 


Hs. 195432 


P06091 


217 


12q24,2 


201 433_s_at_HG-U1 33A 


PTDSS1 


Hs.77329 


Q9BUQ5 


9791 


8q22 


201 437_s_at_HG-U1 33A 


EIF4E 


Hs.79306 


P06730 


1977 


4q21-q25 


201462_at_HG-U133A 


K1AA0193 


Hs.76137 


BAA12106 


9805 


7p14.3-p14.1 


201 463_s_at_HG-U1 33A 


TALD01 


Hs.77290 


P37837 


6888 


11p15.5i3l5.4 


201 482_at_HG-U1 33A 


QSCN6 


Hs.77266 


000391 


5768 


1q24 


201 485_s_aLHG-U1 33A 


RGN2 


Hs.79088 


AAH04892 


5955 


15q23 


201486_aLHG-U133A 


RCN2 


Hs.79088 


AAH04892 


5955 


15q23 


201496_)e.aLHG-U1 33A 


MYH11 


Hs.78344 


014729 


4629 


16p13.13-p13.12 


201 497_x_at_HG-U1 33A 


MYH11 


HSJ8344 


014729 


4629 


16p13.13i5l3.12 


201506„aLHG-.U133A 


TGFBl 


Hs. 11 8787 


Q96iU7 


7045 


5q31 


201 530.x_aLHG-U1 33A 


EIF4A1 


H8.129673 


Q9BRB1 


1973 


17p13 


201537.s_at_HG-U133A 


DUSP3 


Hs.181046 


Q96HQ4 


1845 


17q21 


201540_at_HG-U133A 


FHL1 


Hs.239069 


01 3642 


2273 


Xq26 


201548^s_aLHG-U133A 


PLU-1 


Hs. 143323 


095811 


10765 


1q32.1 


201 564.s.aLHG-U1 33A 


SNL 


Hs.1 18400 


Q96IH1 


6624 


7p22 


201 585.s_aLHG-U1 33A 


SFPQ 


Hs.180610 


P23246 


6421 


1p34.2 


201592.aLHG-U133A 


E1F3S3 


Hs.58189 


015372 


8667 


8q24.11 


201 595_s_aLHG-U1 33A 


HT010 


Hs.6375 


Q9NZ37 


55854 


2q32,2 


201 596_x„aLHG-U1 33A 


KRT18 


Hs.65114 


096002 


3875 


12q13 


201 602_s_aLHG-U1 33A 


PPP1R12A 


Hs.16533 


Q96L23 


4659 


12q15-<?21 


201640_x_aLHG-U133A 


CLPTM1 


Hs.106671 


Q9BSS5 


1209 


19q13.2K^13.3 


201644.aLHG-U133A 


TSTA3 


Hs.264428 


Q13630 


7264 


8q24.3 


201652_at_HG-U133A 


C0PS5 


Hs. 198767 


Q9BQ17 


10987 


8q12.3 


201 753_s_aLHG-U1 33A 


ADD3 


Hs.324470 


Q9UEY8 


120 


10q24.2-q24.3 


201761_at_HG-U133A 


ivrrHFD2 


Hs.154672 


PI 3995 


10797 


2p12 


201 81 0_s_aLHG-U1 33A 


SH3BP5 


Hs.1 091 50 


060239 


9467 


3p24.3 


201811.x_al_HG-U133A 


SH3BP5 


Hs.109150 


Q9BRM4 


9467 


3p24.3 
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201812_8_aLHG-U133A LOC54543 

201 81 3_s_at_HG-U1 33A KIAA021 0 

201825_s.aLHG-U133A LOC51097 

201828. x.aLHG-U133A CXX1 

201829. at_HG-U133A NET1 
201 830_s_aLHG-U1 33A NET1 
201851_aLHG-U133A SH3GL1 
201 853_s_aLHG-U1 33A CDC25B 
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H3.1 05927 


Q9Y240 


6320 


19q13.3 


Hs. 170482 


Q02045 


4636 


4p16.3 
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1q42-q44 
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P28476 


2670 


6q13-q16.3 


208229^aLHG-U133A 


FGFR2 


Hs.278581 


Q9UIH4 


2263 


10q26 


208248_x,aLHG-U133A 


APLP2 


Hs.279518 


Q06481 


334 


11q24 
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208268_aLHG-U133A 


ADAM28 • 


Hs.174030 


Q9UKQ2 


,10863 


8p12 


268302_aLHG-U133A 


HB-1 


Hs.158320 


097980 


67824 


6q33.1 


208306_x_aLHG-U1 33A 


HLA-DRB4 


Hs.318720 


AAM00252 


3126 


6p21.3 


208456_s_aLHG-U1 33A 


RRAS2 


Hs.206097 


P17082 


22800 


11p15.2 


208470_s_at_HG-U1 33A 


HPR 


Hs.328822 


Q92659 


3260 


16q22.1 


208581.x_aLHG-U1 33A 


' MT1X 


Hs.278462 




4501 


16q13 


20861 1.s_aLHG-U133A 


SPTAN1 


HS77196 


Q13813 


6709 


9q33^34 


208612.aLHG-U133A 


GRP58 


Hs.289101 


P30101 


2923 


16q16 


20861 4_s_at_HG-U1 33A 


PuNB 


ns.81008 


Q9NT26 


2317 


3p14.3 


208623_s_at_.HG-U1 33A 


VIL2 


Hs. 1551 91 


Q9UJU1 


7430 


6q25-q26 


208629„s„at_HG-U1 33A 


HADHA 


Hs.76860 


P40939 


3030 


2p23 


208645_s_aLHG-U133A 












208646_at_HG-U133A 












208650^s_at_HG-U1 33A 


CD24 


Hs.286124 


AAH07674 


934 


6q21 


208651_x_at_HG-U133A 


CD24 


Hs.286124 


AAH07674 


934 ' 


6q21 


208657_s.aLHG.U1 33A 


MSF 


Hs.181002 


Q96QF3 


10801 


17q26 


208664_s.aLHG-U1 33A 


TTC3 


Hs.1 18174 


P53804 


7267 


21q22.2 


208674_x_aLHG-U1 33A 


DDOST 


Hs.34789 


Q9BUI2 


1650 


1p36.1 


208683_at_HG-U133A 


CAPN2 


Hs.76288 


Q9HBB1 


824 


1q41-q42 


208689_s_aLHG-U1 33A 


RPN2 


Hs.75722 


AAH20222 


6185 


20q12-q13.1 


208697,8.aLHG-U1 33A 


EIF3S6 


H8.106673 


AAH08419 


3646 


8q22-q23 


208702 jc_aLHG-U1 33A 


APLP2 


Hs.279518 


AAD47291 


334 


11q24 


208703„s_aLHG-U1 33A 


APLP2 


Hs.279518 


Q9BT36 


334 


11q24 


20871 0_s_aLHG-U1 33A 


AP3D1 


HSJ5056 


014617 


8943 


19p13.3 


208741„aLHG-U133A 


SAP18 


Hs.23964 


000422 


10284 


13q11 


208754_s_aLHG-U1 33A 


NAP1L1 


Hs.302649 


P55209 


4673 


12q14.1 


208819.aLHG-U133A 


MEL 


H8,5947 


AAM21091 


4218 


19p13.1 


208852_s_aLHG-U1 33A 


CANX 


Hs. 155560 


P27824 


821 


5q35 


208858.s„aLHG-U1 33A 


KIAA0747 


Hs.8309 


094848 


23344 


12q12 


208864_s_aLHG-U1 33A 


TXN 


Hs.76136 


PI 0599 


7295 


9q31 


208890„s„at_HG-U1 33A 


PLXNB2 


Hs.3989 


Q9BSU7 


23654 


22q13.33 


208894_aLHG-U133A 


HLA-C»RA 


Hs.76807 


P01903 


3122 


6p21.3 


208908_s_aLHG-U1 33A 


CAST 


Hs.359682 


095360 


831 


5q1 4^122 


20891 3_aLHG-U133A 


GGA2 


Hs.1 55546 


Q9UJY4 


23062 


16p12 


20891 4_aLHG-U133A 


GGA2 


Hs. 165546 


Q9UJY4 


23062 


16p12 


208918_s_aLHG4J133A 


FU13052 


Hs.220324 


AAM01195 


65220 


1p36.33-p36.21 


209003_aLHG-U133A 


SLC25A11 


Hs.184877 


Q02978 


8402 


17p13.3 


20901 8_s_aLHG-U133A 


PINK1 


Hs.6163 


Q9BXWI7 


65018 


1p36 


20901 9_s_at_HG-U1 33A 


P1NK1 


Hs.6163 


AAH28215 


65018 


1p36 


209023_s_aLHG-U1 33A 


STAG2 


Hs.8217 


Q9H1N8 


10735 


Xq25 


209O56.s.aLHG-U133A 


CDC5L 


Hs.155174 


BAA24862 


988 


6p21 


209060_.x.aLHG-U133A 


NC0A3 


Hs.225977 


015406 


8202 


20q12 



1050 



wo 03/039443 PCT/EP02/12303 



209061_at_HG-U133A 


NC0A3 


Hs.225977 


016406 


8202 


20q12 


209062_x_at_HG-U1 33A 


NC0A3 


Hs.225977 


015406 


8202 


20q12 


209075_s_at_HG-U1 33A 


NIFU 


Hs.9908 


Q99617 


23479 


12(J24.1 


209085 X at HG-U133A 


RFC1 


Hs.166563 


P35251 


5981 


4p14-p13 


209101_at_HG-U133A 


CTGF 


HSJ5511 


AAA75378 


1490 


6q23.1 


209135 at HG-U133A 


ASPH 


Hs.2836e4 


AAH25236 


444 


8q12.1 


209160 at HG-U133A 


AKR1C3 


Hs78183 


Q9UKL9 


8644 


10p15-pt4 


209167 at HG4J133A 


GPM6B 


Hs.5422 


Q13491 


2824 


Xp22.2 


209168_at_HG-U133A 


GPM6B 


Hs.5422 


013491 


2824 


Xp22.2 


209169 at HG-U133A 


GPM6B 


Hs.5422 


013491 


2824 


Xp22.2 


209170 s at HG-U133A 


GPM6B 


Hs.5422 


013491 


2824 


Xp22.2 


909178 at HG-U133A 


DDX38 


Hs.78054 


092620 


9785 


16q21-q22.3 


909186 at HG-U133A 


ATP2A2 


Hs.1526 


P16615 


488 


12q23-q24,1 


900188 Y at HG-L1133A 


DR1 


Hs.16697 


001658 


1810 


1p22.1 


90Q1Q0 s at HG-U133A 


DIAPH1 


Hs.265d4 


060610 


1729 


5q31 


90Q197 at I-IG-L1133A 


K1AA0080 


Hs.74554 


014998 


23208 




909236 at HG-.IJ133A 












90Q9(^^ 9t Mt^-IHSSA 




Hs.33787 


060504 


10174 


8p21.2 


909959 s at I-IG-LI133A 


CSPG6 


Hs.24485 


060464 


9126 


10q25 


909967 s at HG-LI133A 


LOC64116 


Hs.284205 


096SM9 ' 


64116 


4q22-q24 


909306 s at HG-U133A 


SWAP70 


Hs. 153026 


075135 


23075 


11p15 


909307 at HG-U133A 


SWAP70 


Hs.153026 


075135 


23075 


11p15 


909319 V at HG-U133A 


HLA-DRB1 


Hs.308026 


09TQE1 


3123 


6p21.3 


209321 s at HG-U133A 


ADCY3 


Hs.8402 


060266 


109 


2p24-p22 


209344 at HG-U133A 


TPM4 


Hs.250641 


P07226 


7171 


19p13.1 


209354 at HG-U133A 


TNFRSF14 


Hs.279899 


092956 


8764 


1p36.3-p36.: 


209365 s at HG-U133A 


ECM1 


Hs.81071 


043266 


1893 


1q21 


209369_at^HG-U1 33A 


ANXA3 


Hs.1378 


P12429 


306 


4q13-q22 


209374_s_at_HG-U1 33A 


IGHM 


Hs.153261 


08WUX4 


3507 


14q32.33 


209380_s_at_HG-U1 33A 


ABCC5 


Hs.108660 


015440 


10057 


3q27 


209399_at_HG-U 1 33A 


HLCS 


HSJ9375 


P50747 


3141 


21q22.13 


209412_at_HG-U133A 


TMEM1 


Hs.94479 


P48553 


7109 


21q22.3 


209428_s_at_HG-U1 33A 


ZFPL1 


Hs.155165 


014616 


7542 


11q13 


209490_s_at_HG-U1 33A 


PPT2 


Hs.81737 


09UMR5 


9374 


6p21.3 


209499_x_at_HG-U1 33A 


TNFSF13 


Hs.54673 


096HV6 


8741 


17p13.1 


209600_x_at.HG-U1 33A 


TNFSF13 


Hs.54873 


075888 


8741 


17p13.1 


209522.s_at_HG-U133A 


CRAT 


Hs.12068 


Q9BW16 


1384 


9q34.1 


209523_at.HG-U133A 












209558_s_at_HG-U1 33A 


HIP12 


Hs.96731 


075146 


9026 


12q24 


209661_at.HG-U133A 


THBS3 


Hs.169875 


P49746 


7059 


1q21 


209604_s_at_HG-U1 33A 


GATA3 


Hs.169946 


Q96J04 


2625 


10p15 


209616_s_at_HG-U133A 


CES1 


Hs.76688 


Q96EE8 


1066 


16q13-q22. 
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20961 9_aLHG-U133A 


CD74 


Hs.84298 


P04233 


.972 


5q32 


2b9628.aLHG-U133A 


P16-2 


Hs.25010 


Q9NPJ8 


55916 


Xq22.3 


209670_at_HG-U133A 


TRA 


Hs.74647 


Q8WUD0 


6955 


14q11.2 


209679_s_aLHG-U1 33A 


LOC57228 


Hs,208501 


095332 


57228 


12q11 


209682_aLHG-U133A 


CBLB 


Hs.3144 


Q13191 


868 


3q13.12 


209685,s_aLHG-U1 33A ' 


PRKCB1 


Hs.77202 


P05771 


5579 


16p11.2 


209686.aLHG-U133A 


S100B 


Hs.83384 


P04271 


6285 


21q22.3 


209714_8,aLHG-U133A 


CDKN3 


Hs.84113 


Q9BPW7 


1033 


14q22 


209732_aLHG-U133A 


CLeCSF2 


Hs.85201 


Q98S74 


9976 


12p13-p12 


209736_aLHG-U133A 


ABCG2 


HS.194720 


Q96LD6 


9429 


4q22 


209754_s_aLHG-U1 33A 












209761_s_at_HG-U1 33A 


SP110 


Hs.38125 


Q14976 


3431 


2q37.1 


209765_aLHG-U133A 


ADAM19 


Hs.278679 


Q9H013 


8728 


5q32-q33 


209771_x^aLHG-U133A 


CD24 


Hs.286124 


P25063 


934 


6q21 


209772_s_aLHG-U1 33A 


CD24 • 


Hs.286124 


P25063 


934 ' 


6q21 


209780_at_HG-U133A 


DKFZP564F013 


Hs.128653 


Q9H099 


57157 


7q11.23-q21 


209806_at.HG-U133A 


H2B/S 


Hs.247817 


060814 


85236 


6p21.33 


209815_at_HG-U133A 


PTCH 


Hs. 159526 


Q13635 


5727 


9q22.3 


209822_s_aLHG-U1 33A 


VLDLR 


HSJ3729 


P98155 


7436 


9p24 


209826_s.aLHG-U1 33A 


UMPK ' 


Hs.75939 


Q92528 


7371 


1q23 


209827.8_aLHG-U133A 


IL16 


Hs.82127 


01 4005 


3603 


15q26.3 


209831_x_aLHG-U1 33A 


DNASE2 


H8.118243 


000115 


1777 


19p13.2 


209876_aLHG-U133A 


GIT2 


Hs.57734 


Q96CI2 


9815 


12q24.1 


209891_at_HG-U133A 


AD024 


Hs.21137 


Q9HBM1 


57405 


2q31.1 


209905_aLHG-U133A 


H0XA9 


Hs. 127428 


AAH06537 


3205 


7p15-p14 


209939_x_aLHG-U133A 


CFLAR 


Hs.195175 


015519 


8837 


2q33^:|34 


209961.s_aLHG-U1 33A 


HGF 


Hs.809 


01 3494 


3082 


7q21.1 


209975_at_HG-U133A 


CYP2E 


Hs.7i5183 


P05181 


1571 


10q24.3-qter 


209992_aLHG-U133A 


PFKFB2 


Hs.211685 


Q9H3P1 


5208 


1q31 


209994_s_aLHG-U133A 


ABCB1 


Ms.21330 


P08183 


5243 


7q21.1 


210004_aLHG-U133A 


0LR1 


Hs.77729 


AAH22295 


4973 


12p13.2-p12.3 


210024_s^aLHG-U133A 


UBE2E3 


Hs.4890 


Q989T4 


10477 


2q32.1 


210036_s_aLHG-U133A 


KCNH2 


Hs.1 88021 


AAL37569 


3757 


7q35-q36 


210038_aLHG-U133A 












210045_at.HG-U133A 


1DH2 


Hs.5337 


P48735 


3418 


15q26.1 


2i0052_5_at_HG-U133A 


C20orf1 


Hs.9329 


AAD33965 


22974 


20q11.2 


210053.at_HG-U133A 


TAF5 


Hs.96103 


01 5542 


6877 


10q24-q25.2 


210095_s_aLHG-U133A 


IGFBP3 


Hs.77326 


PI 7936 


3486 


7p13-p12 


210116_aLHG-U133A 


SH2D1A 


Hs.151544 


AAH20732 


4068 


Xq25-q26 


210117.at_HG-U133A 


SPAG1 


Hs.1 53057 


Q07617 


6674 


8q22 


210128_s.at_HG-U133A 


LTB4R 


Hs.28408 


015722 


1241 


14q112-q12 


210140,at.HG-U133A 


CST7 


Hs.143212 


076096 


8530 


20p11.21 



1052 



wo 03/039443 



PCT/EP02/12303 



210145_aLHG-U133A 


PLA2G4A 


Hs.211687 


P47712 


5321 


1q25 


210151_s_aLHG-U133A 


DYRK3 


Hs.38018 


043781 


8444 


1q32 


210192.aLHG-U133A 


ATP8A1 


Hs.144931 


Q9Y2Q0 


10396 


4p14-p12 


210244_aLHG-U133A 


CAMP 


Hs.51120 


, P49913 


820 


3p213 


210251_s_at_HG-U133A 


K1AA0871 


Hs.7972 


094948 


22902 


4q13.2 


210254_at_HG-U133A 












210262_aLHG-U133A 


TPX1 


Hs.2042 


AAH22011 


7180 


6p21-qtei 


210268.aLHG-U133A 


NFX1 


H8.3187 


012986 


4799 


9p12 


210279_at_HG-U133A 


GPR18 


Hs.88269 


Q96HI6 


2841 


13q32 


21 0298_x_at_HG-U1 33A 


FHL1 


Hs.239069 


095212 


2273 


Xq26 


21 0299_s_at_HG-U1 33A 


FHL1 


Hs.239069 


096212 


2273 


Xq26 


21031 4_x_at_HG-U1 33A 


TNFSF13 


Hs.54673 


075888 


8741 


17p13.1 


21 0334_x_at_HG-U1 33A 


BIRC5 


H8.1578 


015392 


332 


17q25 


21 0356_x_aLHG-U1 33A 


MS4A2 


Hs.89751 


P11836 


931 


11q12-q13.1 


21 0358_x_aLHG-U1 33A 


MGC2306 


Hs.760 


P23769 


84724 


3q22.1 


21 0448_s_aLHG-U1 33A 


P2RX5 


Hs.77807 


Q93086 


5026 


17p13 


21 0487_aLHG-U1 33A 


DNTT 


Hs.272537 


Q96E50 


1791 


10q23-q24 


21 051 9_8_at_HG-U1 33A 












21 0563_x_aLHG-Ui 33A 


CFLAR 


Hs.195175 


015519 


8837 


2q33-q34 


21 0609_s_at_HG-U1 33A 


PIG3 


Hs.50649 


Q9BWB8 * 


9540 


2p23.3 


21 061 3_s_at_HG-U1 33A 


SYNGR1 


Hs.6139 


043759 


9145 


22q13.1 


21 0616_s_at_HG-U1 33A * 


KIAA0905 


Hs.70266 


094979 


22872 


4q21.22 


21 0658_s_aLHG-U1 33A 


GGA2 


Hs. 155546 


Q9UJY4 


23062 


16p12 


21 0664_s_at_HG-U1 33A 


TFPI 


Hs.170279 


PI 0646 


7035 


2q31-q32.1 


210715_s^aLHG-U133A 


SPINT2 


Hs.31439 


043291 


10653 


19q13.1 


21 0749.x_aLHG-U1 33A 


DDR1 


Hs.75562 


Q08345 


780 


6p21.3 


21 0755_at_HG-U1 33A 


HGF 


Hs.80a 


Q02935 


3082 


7q21.1 


210763.x_at_HG-U133A 


LY117 


Hs.88411 


000452 


7940 


6p21.3 


21 0788_s_at_HG-U1 33A 


LOC51835 


Hs.109201 


Q9UKU2 


51635 


14q22.3 


21 0789_x_aLHG-U1 33A 


CEACAM3 


Hs.11 


P40198 


1084 


19q13.2 


210794_s_at_HG-U133A 












21 0807_s_at_HG-U1 33A 


SLC16A7 


Hs.132183 


060669 


9194 


12q13 


210817_s_aLHG-U133A 


NDP52 


Hs.154230 


Q9BTF7 


10241 


17q23.2 


21 0898_s_aLHG-U1 33A 


ASPH 


Hs.283664 


AAH25236 


444 


8q12.1 


21 091 6_s_aLHG-U1 33A 




Hs.306278 


095370 






210933_s.aLHG4J133A 


MGC4655 


Hs.55923 


Q9BSU1 


84752 


16q23.1 


210934.aLHG-U133A 


BLK 


Hs.2243 


P51451 


640 


8p23-p22 


21 0948_s_aLHG-U1 33A 


LEF1 


Hs.44865 


Q9UJU2 


51176 


4q23-q25 


21 0973_s_at_HG-U1 33A 


FGFR1 


Hs.748 


002063 


2260 


8p11,2-p11.1 


210982.s_at.HG-U133A 


HLA-DRA 


Hs.76807 


P01903 


3122 


6p21.3 


210997_aLHG4J133A 


HGF 


Hs.809 


002935 


3082 


7q21.1 


210998_s_aLHG-U133A 


HGF 


Hs.809 


P14210 


3082 


7q21.1 
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2l1015_s_aLHG-U133A 


HSPA4 • 


Hs.90093 


Q9BUK9 


1^08 


5q31.1-q31.2 


2^1031_s_aLHG-U133A 


CYLN2 


H8.104717 


Q9BRH8 


7461 * 


7q11.23 


21 1097.s.aLHG-U133A 


PBX2 


H8.93728 


Q9BTW4 


5089 


6p21.3 


211101_x_aLHG-U133A 


LILRA2 


Hs.94498 


075020 


11027 


19q13,4 


211105_s_aLHG-U133A 


NFATC1 


Hs.96149 


095644 


4772 


18q23 


211126_s_aLHG-U133A 


' CSRP2 


H8. 10526 


Q16527 


1466 


12q21.1 


211138_s^aLHG-U133A 


KMO 


H8.107318 


015229 


8564 


1q42-q44 


21 1276_s_aLHG-U133A 


GYG 


Hs.174071 


P46976 


2992 


3q24-q25.1 


2112S7_s_aLHG-U133A 


CDK7 


Hs. 184298 


P50613 


1022 


2p16-cen 


211341_at_HG-U133A 


P0U4F1 


Hs.211588 


Q01851 


5457 


13q21.1-q22 


211349_at_HG-U133A 


SLC15A1 


Hs.2217 


014496 


6564 


13q33-q34 


211352„8.aLHG-U133A 


NC0A3 


H8.225977 


Q9UPG7 


8202 


20q12 


21 1404_s_aLHG-U133A 


APLP2 


Hs.279518 


AAD47291 


334 


11q24 


21 1 456_x_aLHG-U1 33A 




Hs.367850 


Q9BXG3 






21 1 474_s_aLHG-U1 33A 




Hs.355890 


Q9BSM3 






211495_x_aLHG-U133A 


TNFSF13 


Hs.64673 


076888 


8741 


17p13.1 


211502.8^aLHG.U133A 


PFTK1 


H8.57858 


094921 


5218 


7q21-q22 


211540_8_aLHG-U133A 


RBI 


H8.75770 


P06400 


5925 


13q14.2 


21 1 574_s_at_HG-U1 33A 


MCP 


Hs.83532 


Q15429 


4179 


1q32 


21 1584_s_at_HG-U133A 


NPAT 


H8.89385 


Q13632 


4863 


11q22-q23 


211657_aLHG-U133A. 












21 1665_s_aLHG-U133A 












211668_s_aLHG-U133A 


PLAU 


HSJ7274 


Q96SE8 


5328 


10q24 


21 1 709_s_.aLHG-U1 33A 


SCGF 


Hs, 105927 


Q9Y470 


6320 


19q13.3 


21 1 743„s_at_HG-U1 33A 


PRG2 


Hs.99962 


PI 3727 


5553 


11q12 


211748.x_at_HG-U133A 


PTGDS 


H8.8272 


P41222 


6730 


9q34.2-q34.3 


211771_s^aLHG.U133A 


POU2F2 


H8.1101 


Q9BRS4 


5452 


19q13.31 


211787_s_aLHG-U133A 


EIF4A1 


Hs. 129673 


Q9BRB1 


1973 


17p13 


21 1 796_s_at_HG>U1 33A 


TRB 


Hs.303157 , 


P04435 


6957 


7q34 


21 1800_s_aLHG-U133A 


USP4 


Hs.77500 


013107 


7375 


3p21,3 


21 1819_s_at_HG-U133A 


SH3D5 


Hs.108924 


Q9BX64 


10580 


10q23.3^24.1 


21 1 824.x_at„HG-U1 33A 


DEFCAP 


Hs. 104305 


Q9H5Z7 


22861 


17p13 


21 1 852_s_at_HG-U1 33A 


ATRN 


Hs. 19401 9 


075882 


8455 


20p13 


21 1 883.x_at_HG-U1 33A 


CEACAM1 


Hs.50964 


Q13854 


634 


19q13.2 


211889_x_aLHG-U133A 


CEACAM1 


H8.50964 


01 3854 


634 


19q13.2 


21 1 91 8_x_aLHG-U1 33A 


PLAC3 


Hs.293896 


Q96PH7 


60676 


1q23-q25 


21 1 934_x.aLHG-U1 33A 


G2AN 


Hs.76847 


Q9P0X0 


23193 


11q13.1 


211950_aLHG-U133A 


RBAF600 


Hs.297641 


AAL83880 


23352 


1p36.13 


21 1 953_s_aLHG-U1 33A 


KPNB3 


Hs. 11 3603 


AAH01497 


3843 


13q32.2 


211984_aLHG-U133A 




H8.374441 








211990_aLHG-U133A 


HLA-DPA1 


Hs.914 


Q95HB9 


3113 


6p21.3 


21 1991_8_aLHG-U1 33A 


HLA-DPA1 


Hs.914 


Q95HB9 


3113 


6p21.3 
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212012„aLHG-U133A 


D2S448 


Hs. 11 8893 


Q92626 


7837 


2pter-p25.1 


212013.aLHG-U133A 


D2S448 


Hs.1 18893 


Q92626 


7837 


2pter-p25.1 


212020_8_aLHG-U133A 


MKI67 


Hs.80976 


P46013 


4288 


10c|25-qter 


212022_8.aLHG-U133A 


MKI67 


Hs.80976 


P46013 


4288 


10q25-qter 


21 2032^s,aLHG-U1 33A 


PT0V1 


Hs.1 9555 


Q9HBN4 


53635 


19q13.33 


212058^aLHG-U133A 


KIAAO332' 


Hs.7976 


015042 


23350 


3q24 


212074.aLHG-U133A 


KIAA0810 


Hs.7531 


Q96CZ7 


23353 


7p22.3 • 


21 21 07_8_aLHG-U1 33A 


D0X9 


Hs.74578 


Q128Q3 


1660 


1q25 


212133_at_HG-U133A 


iVIGC5466 


Hs.83724 


Q96F03 


81614 


ISqII.I 


212146_aLHG-U133A 


KIAA0842 


Hs.745e9 


094928 


23207 


1p36.13 


212150.at_HG-U133A 


KIAA0143 


Hs.84087 


Q14156 


23167 


8q24.12 


212171_x_aLHG-U133A 


VEGF 


Hs.73793 


Q96KJ0 


7422 


6p12 


212185 jc_at_HG-U133A 


MT2A 


Hs.1 18786 


P02795 


4502 


16q13 


21 21 87_x_at_HG-U1 33A 


PTGDS 


Hs.8272 


P41222 


5730 


9q34.2-q34.3 


21 21 88_at_HG-U133A 


L0C1 15207 


Hs.1 09438 


Q96CX2 


115207 


13q22.1 


21 2207_at_HG-U1 33A 


KIAA1025 


Hs.4084 


Q9UFD8 


23389 


12q24.21 


21 2222_at_HG-U 1 33A 


KIAA0077 


Hs.1 12396 


Q14997 


23198 


2p16.2 


212229_s_aLHG-U1 33A 












21 2231_at_HG-U1 33A 


FBX021 


Hs.1 84227 


094962 


23014 


12q24.21 


212232_at_HG-U133A 


KIAA1014 


Hs.6834 


Q9H985 


23360 


11q12.1 


21 2236_x_at_HG-U1 33A 












212250_aLHG-U133A ' 




Hs.243901 


AAL92861 






212251_aLHG-U133A 




Hs.243g01 


AAL92861 






21 2259_s_aLHG-U1 33A 


HPIP 


Hs.8068 


Q9HA02 


57326 


1q21.2 


212268_at_HG-U133A 


SERPINB1 


Hs.1 83583 


P30740 


1992 


6p25 


212271_aLHG-U133A 


MAPK1 


Hs.324473 


P28482 


5594 


22q11.21 


21 2281_s_at_HG-U1 33A 


MAC30 


Hs.1 99695 


Q07823 


27346 


17q11,1 


2 1 2285_s_aLHG-U1 33A 


AGRN 


Hs.273330 


Q96IC1 


180 


1p36.3-p32 


212287_at_HG-U133A 


JJAZ1 


Hs.1 97803 


01 5022 


23512 


17q11.2 


212293_aLHG-U133A 


KIAA0630 


Hs.1 2259 


AAH28408 


23323 


1p11.2 


212309.aLHG-U133A 


GLASP2 


Hs.108614 


Q9H7A3 


23122 


3p22.2-p22.1 


21231 1_aLHG-U133A 


KIAA0748 


Hs.49500 


Q96G59 


23231 


4p15.31 


212313_at_HG-U133A 




Hs,5019 


Q8WUX9 






212314_aLHG-U133A 


KIAA0746 


Hs.49500 


094847 


23231 


4p15.31 


21 2345_s_at_HG-U1 33A 


DKFZP586F2423 


Hs.1 3659 


Q9H6N8 


' 64764 


7q34 


21 2346_s_aLHG-U1 33A 












212349.at.HG-U133A 


P0FUT1 


Hs,1 78292 


BAA11497 


23509 




212357_at_HG-U133A 


KIAA0280 


Hs.75400 


Q92567 


23201 


11q13.3 


2l2365_at_HG-U133A 


MY01B 


Hs.121576 


043795 


4430 


2q12-q34 


212382_at_HG-U133A 




Hs.289068 








212385.at_HG-U133A 




Hs.289068 








212386_at_HG-U133A 




Hs.289068 
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212387_aLHG-U133A 


* 


Hs.289068 








2h397.at_HG-U133A 


RDX 


Hs.263671 


P35241 


5962' 


11q23 


212400_at_HG-U133A 




Hs.349755 








212417_aLHG-U133A 


SCAMPI 


Hs.31218 


Q96BX1 


9522 


5q13.3-q14.1 


212449_s.aLHG-U133A 


LYPLA1 


Hs. 12640 


075608 


10434 


8q11.23 


212463_aLHG-U133A 




Hs.99766 








212469.at_HG-U133A 


IDN3 


Hs.225767 


Q9Y6Y4 


25836 


5p13.1 


212479.s_at_HG-U133A 


FU13910 


Hs.75277 


QgH6W5 


64795 


2p11.1 


212480_aLHG-U133A 


KIAA0376 


Hs.4791 


015081 


23384 


22q11.21 


212481_s_at_HG-U133A 


TPM4 


H8.250641 


P07226 


7171 


19p13.1 


212484_aLHG-U133A 


MTVR 


Hs. 18686 




23625 




212509_s_at_HG-U133A 




Hs.356623 








212531_aLHG-U133A 


LCN2 


Hs.204238 


P80188 


3934 


9q34 


212535_at_HG-U133A 




Hs.288993 








212538.aLHG-U133A 


KIAA1058' 


Hs.8021 


Q9BZ29 


23348 


13q32.3 


212549_aLHG-U133A 




Hs.24064 








212569_at_HG-U133A 


KIAA0650 


Hs.8118 


Q9UG39 


23347 


18p11.31 


212577_aLHG-U133A 


KIAA0650 


Hs.811d 


075141 


23347 


18p11,31 


212579_aLHG-U133A 


KIAA0650 


Hs.8118 


075141 


23347 


18p11.31 


212586_aLHG-U133A 


ARTS-I 


Hs.247043 


AAk37778 


51762 


5q15 


21 2587_s.aLHG-U1 33A 


PTPRC 


Hs.170121 


P08575 


5788 


1q31-q32 


212689_aLHG-4J133A 


RRAS2 


Hs.206097 


AAM12638 


22800 


11p15.2 


212590_aLHG-U133A 












212592_at_HG-U133A 




Hs.76325 


Q8WW49 






212601_aLHG-U133A 


KIAA0399 


Hs. 100955 


BAB85062 


23140 


17p13.3 


212614_at,HG-U133A 




Hs.12702 








21 2629_s_aLHG-U1 33A 


PRKCL2 


Hs.69171 


Q16513 


5586 


1p22.1 


212658_aLHG-U133A 


LHFPL2 


Hs.79299 


Q92605 


10184 


5q13.3 


212660_aLHG-U133A 


KIAA0239 


Hs.9729 


Q96GQ6 


23338 


5q31,1 


212667_at_HG-U133A 


SPARC 


Hs.111779 


AAH04974 


6678 


5q31,3-q32 


212686.at_HG-U133A 


KIAA1157 


Hs.21894 


Q9ULR3 


67460 


12q13.13 


212719.at_HG-U133A 


SCOP 


Hs.38176 


BAA25532 


23239 


18q21.32 


212733_at_HG-U133A 


KIAA0226 


Hs.141296 


Q92622 


9711 


3q29 


212735_aLHG-U133A 


KIAA0226 


Hs.141296 


092622 


9711 


3q29 


212750.at_HG-U133A 


PPP1R18B 


Hs.45719 


094912 


26051 


20q11.23 


212778_at_HG-U133A 


KIAA0602 


Hs.37656 


060342 


23241 




212783_^aLHG-U133A 


DKF2p761B2423 


.Hs.91065 


Q9NPX4 


55524 




212812„aLHG-U133A 




H8.288232 








212813_at_HG-U133A 


FLJ14529 


Hs.334703 


Q8WWL8 


84887 


11q25 


212827_at_HG-U133A 


IGHM 


Hs.153261 


Q96GA5 


3507 


14q32.33 


212828.atHG-U133A 


SYNJ2 


Hs.61289 


015056 


8871 


6q25.3 


212838_at,HG-U133A 


KIAA1010 


Hs.23860 


Q9Y2L3 


23268 


10q26.1 
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212886_aLHG-U133A 


DKFZP434C171 


Hs.209100 


AAH16647 


26112 


5q33.1 


212895_s_aLHG-U133A 


ABR 


Hs.1 18021 


Q12979 


29 


17p13.3 


212914_aLHG-U133A 


PKP4 


H8.162151 


Q99569 


8502 


2q23-q31 


212953 jc.at_HG-U133A 


CALR 


Hs.16488 


P13796 


811 


19p13.3-p132 


212956.at_HG-U133A 


KIAA0882 


Hs.90419 


BAA74905 


23158 


4q31.1 


212960_aLHG-U133A 


KIAA0882 


Hs.90419 


BAA74905 


23158 


4q31.1 


212967_.x_aLHG-U133A 


NAP1L1 


Hs.302649 


AAH02387 


4673 


12q14.1« 


212970_at_HG-U133A 




Hs.16740 








212973.aLHG-U133A 


RPIA 


Hs.79886 


Q96BJ6 


22934 


2p11.1 


212975_aLHG-U133A 


K1AA0870 


Hs.18166 


Q9UFX2 


22898 


8q24.3 


212985_aLHG-U133A 




Hs.15740 








212989_aLHG-U133A 




Hs.153716 








212998_x„at_HG-U133A 


HLA-DQB1 


Hs.73931 


AAH12106 


3119 


6p21.3 


21 3048_s_aLHG-U1 33A 


SET 


Hs.145279 


Q01105 


6418 


9q34 


213049^aLHG-U133A 


DKF2p566D133 


Hs.167031 


Q9Y408 


26134 


9q31 


213073_aLHG-U133A 


KIAA0321 


Hs.8663 


Q96H43 


23503 


14q23.3 


213081„aLHG-U133A 


ZNF297 


Hs.206770 


Q8WV82 


9278 


6p21.3 


21 3101_s_at_HG-U1 33A 


IL27 


Hs.10927 


Q9BTK7 


56005 


19p13.3 


21 3142_x_aLHG-U1 33A 


LOC54103 


Hs.1 2969 


QgUMH3 


54103 


7p12.3 


213147_aLHG-U133A 


HOXA10 


Hs. 11 0637 


AAH13971 ' 


3206 


7p15-p14 


213150_at_HG-U133A 


HOXA10 


Hs.1 10637 


AAH13971 


3206 


7Rl5-p14 


213159_at.HG-U133A ' 


K1AA0805 


Hs.55947 


094897 


23226 


14q22.1-q23.3 


213238_at_HG-U133A 


ATP10D 


H8.173540 


Q96SR3 


57205 


4p12 


213249_at_HG-U133A 


FBXL7 


Hs.76798 


094926 


23194 


5p15.1 


213288.at_HG-U133A 




Hs.90797 








213296_aLHG-U133A 




Hs.26295 








213309_aLHG-U133A 


PLCL2 


Hs.54886 


Q9H8L0 


23228 


3p24.3 


213313_at_HG-U133A 


GAPCENA 


Hs.55099 


Q9UG67 


23637 


9q34.11 


213353_at_HG-U133A 


ABCA5 


Hs.1 8051 3 


Q9NY14 


23461 


17q24.3 


21 3370_s_aLHG-U1 33A 


DKFZP434U43 


Hs.21695 


Q9Y4Q9 


25944- 




213447.aLHG-U133A 


IPW 


Hs.5022 




3653 


15q11-q12 


213452_aLHG-U133A 


ZNF184 


Hs.158174 


AAH22992 


7738 


6p21.3 


, 213453_x_aLHG-U133A 


GAPD 


Hs.169476 


016768 


2597 


12p13 


213474_aLHG-U133A 




Hs.356517 








213504_aLHG-U133A 


MOV34-34KD 


Hs.15591 


015387 


10980 


7q11.1 


21351 1_s_at_HG-U133A 




Hs.347187 


Q96FD1 






21 351 4.s.at_HG-U 1 33A 


DIAPH1 


Hs.26584 


060610 


1729 


5q3r 


213539_aLHG-U133A 


CD3D 


Hs.95327 




915 


11q23 


21 3572_s_at_HG-U1 33A 


SERPINB1 


Hs.1 83583 


P30740 


1992 


6p25 


213582_at_HG-U133A 


ATP11A 


Hs.29189 


Q9H7W0 


23250 


13q34 


213600_at_HG-U133A 


KIAA0545 


Hs.129943 


BAA25471 


23094 


19qiai3 


213622_aLHG-U133A 


COL9A2 


Hs.37165 


Q14055 


1298 


1p33-p32 
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213624_aLHG-U133A 


ASM3A • 


Hs.42945 


Q92484 


,10924 


6 


2^3639_8.aLHG-U133A 


K1AA0557 


H8.101414 


060304 


26048 


16p13.13 


213674jc_at_HG-U133A 


IGHG3 


Hs.300697 


AAH24289 


3502 


14q32.33 


21 3689_x_aLHG-U1 33A 


RPL5 


Hs.180946 


P46777 


6125 


1p22.1 


21 3716_s_aLHG-U1 33A 


SECTM1 


Hs.95655 


OQ0466 


6398 


17q25 


21 3725_x.aLHG-U1 33A ' 




Hs.22907 








213737_x_al.HG-U133A 




Hs.205125 








213772_s_at_HG-U133A 


GGA2 


Hs.155546 


Q9UJY4 


23062 


16p12 


213778„at_HG-U133A 












21 3798_s_aLHG-U1 33A 


CAP 


Hs. 1041 25 


Q01518 


10487 


1p34.3 


21 381 0_s_at_HG-U1 33A 


FU10342 


Hs. 101 51 4 


Q9BQB1 


55122 


6q16.1 


213844.at_HG-U133A 


H0XA5 


Hs.37034 


Q96CY6 


3202 


7p15-p14 


213846_aLHG-U133A 


C0X7C 


Hs.3462 


PI 5954 


1350 


5q14 


213850„s^aLHG-U133A 


SFRS2IP 


Hs,51957 


Q99590 


9169 


12p11,21 


213854_aLHG-U133A 


SYNGR1 • 


Hs,6139 


043759 


9145' 


22q13.1 


213857_s_aLHG-U133A 


CD47 


Hs.82685 


Q96A60 


961 


3q13.1-q13.2 


21 3891_s_aLHG-U1 33A 




H8.289068 








213894_aLHG-U133A 


KIAA0960 


Hs.29900 


BAA76804 


23249 


7p22.1 


213895_aLHG-U133A 


EMP1 


Hs.79368 


P54849 


2012 


12p12.3 


213902_aLHG-U133A 


ASAH 


Hs.75811 


013510 


427 


8p22-p21.3 


213922_at_HG-U133A 


KIAA0847 


Hs.125836 


094932 


26044 


15q14 


213927_aLHG-U133A 




Hs.170267 








213942_aLHG-U133A 


EGFL3 


Hs.56186 


075096 


1953 


1p36.3 


21 3944_x_aLHG-U1 33A 




Hs.323067 


Q96DH5 






21 3963.s_aLHG-U1 33A 


SAP30 


Hs.20985 


075446 


8819 


4q34.1 


213979_s_aLHG-U1 33A 


CTBP1 


Hs.239737 


01 3363 


1487 


4p16 


214000_s_.aLHG-U1 33A 


RGS10 


Hs.82280 


AAM12648 


6001 


10q25 


214017_s_aLHG-U133A 


DDX34 


Hs. 151 706 


01 41 47 


9704 


19q13.3 


214030„aLHG-U133A 


FLJ14393 


Hs.23294 


Q96C17 


84864 


3q22.1 


214051.at.HG-U133A 


TMSNB 


Hs.56145 


099406 


11013 


Xq21.33-q22.3 


214109.aLHG.U133A 


LRBA 


Hs.62354 


P50851 


987 


4q31.22-q31.23 


214116_aLHG-U133A 


BTD 


Hs.78885 


P43251 


686 


3p25 


214144_aLHG-U133A 


P0LR2D 


Hs. 194638 


Q96FU3 


5433 


2q21 


214152_aLHG-U133A 


PIGB 


Hs,247118 


Q8VWN7 


9488 


15q21-q22 


214203_s.aLHG-U1 33A 


PRODH. 


Hs.343874 


Q9UF13 


5625 


22q11.21 


214228_x.at.HG-U1 33A 












214238_at_HG-U133A 




Hs. 18081 








214310_s_aLHG-U133A 


ZFPL1 


Hs.1 55165 


014616 


7542 


11q13 


214315_x_aLHG-U133A 


CALR 


Hs.16488 


P27797 


811- 


19p133-p13.2 


214316_x.aLHG-U133A 


CALR 


Hs.16488 


PI 3796 


811 


19p13.3-p13.2 


214317.x_at_HG-U133A 


RPS9 


Hs.180920 


P46781 


6203 


19q13.4 


214321_atHG-U133A 


NOV 


H8.235935 


P48745 


4856 


8q24.1 
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21 4394_x_at_HG-Ul 33A 


FLJ20897 


Hs.334798 


Q98I38 


84338 


8q24.3 


21 4395.x_aLHG-U1 33A 


FU20897 


Hs.334798 


Q9H7G6 


84338 


8q24.3 


214430.aLHG-U133A 


GLA 


Hs.69089 


BAA34059 


2717 


Xq22 


214439_X-aLHG-U133A 


BIN1 


Hs.193163 


000499 


274 


2q14 


2144S0_at_HG-U133A 


CTSW 


Hs.87450 


P56202 


1521 


11q13.1 


214452_at_HG-U133A 


BCAT1 


Hs. 157205 


Q98MY9 


586 


12pter-q12 


21 4475_x_aLHG-U1 33A 


CAPN3 


Hs.40300 


Q9BQC8 


825 


15q15.1tq21,1 


214500_aLHG-U133A 


H2AFY 


Hs.75258 


Q96D41 


9555 


5q31.3-q32 


214501_s.aLHG-U133A 


H2AFY 


Hs.75258 


075367 


9555 


5q31.3<|32 


21 4505_s_aLHG-U1 33A 


FHL1 


Hs.239069 


095212 


2273 


Xq26 


214523_at_HG-U133A 


CEBPE 


Hs.158323 


01 5744 


1053 


14q11.2 


214558_at_HG-U133A 


GPR12 


Hs.123034 




2835 


13q12 


21 4575_s_at_HG-U1 33A 


AZU1 


Hs.72885 




OOO 


19p13.3 


214615_at_HG-U133A 


P2Y10 


Hs.296433 




27334 


Xq21.1 


21 4651_s_aLHG-U1 33A 


H0XA9 


Hs. 127428 


P31269 


3205 


7p15-p14 


21 4686_at_HG-U1 33A 


ZNF266 


Hs.1 18281 


01 4584 


10781 


19p13.2 


21 4693_x_at_HG-U1 33A 


DJ328E19.C1.1 


Hs.218329 


Q9UJI9 


25832 


1q12-1q21.2 


214700_x_aLHG-U1 33A 












21 4761_at_HG-U1 33A 


OAZ 


Hs.137168 


BAA34480 


23090 


16q12 


21 4786_aLHG-U1 33A 


MAP3K1 


Hs.170610 


013233 


4214 


5q11.2 


21 4789_x_aLHG-U1 33A 


SRP46 


Hs.155160 


Q96TA3 


10929 


11q22 


214849_at_HG-U133A • 




Hs.188757 


Q9BTH8 






214875_x_at_HG-U133A 


APLP2 


Hs.27g518 


014662 


334 


11q24 


21 4894_x_aLHG-U1 33A 


MACF1 


Hs.1 08258 


BAA32310 


23499 


1p32-p31 


21 491 1.s_aLHG-U1 33A 












21 4924_s.aLHG-U1 33A 












214949_aLHG-U133A 












214950.aLHG-U133A 












215001_s_aLHG-U133A 


GLUL 


Hs. 1701 71 


AAH11700 


2752 


1q31 


21 5049_x.aLHG.U1 33A 


CD163 


Hs.74076 


007900 


9332 


12p13.3 


215087_at_HG-U133A 












215106_at_HG-U133A 












215115_.x_aLHG-U133A 


NTRK3 


Hs.26776 


016288 


4916 


15q25 


21 521 5_s_aLHG-U1 33A 












21 5227_x_at_HG-U 1 33A 


ACP1 


Hs.75393 


AAH07422 


52 


2p25 


215346_at_HG.U133A 


TNFRSF5 


Hs.25648 


P25942 


958 


20q12-q13.2 


215379_x_at_HG-U133A 


IGU3 


Hs.181125 


08WUK3 


28831 


22q11.1-q11.: 


215450_at_HG-U133A 


SNRPE 


Hs.334612 


P08578 


6635 


1q32 


21 5537_x_aLHG-U1 33A 












21 5622_x_aLHG-U1 33A 


HSPC226 


Hs.30127 


09BVVX1 


51533 


3p2l31 


215786_s_aLHG-U133A 


CYFIP2 


Hs.258503 


014650 


26999 


5q34 


215865.s_aLHG.U133A 
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216925„s.aLHG-U133A 








1 




2*1601 5.s_at_HG-U1 33A 












216032.s_at_HG-U133A 


SDBCAG84 


Hs.169992 


Q9H276 


51614 


20pter-q12 


216044 j(_at_HG-U133A 












21 6095_x_at_HG-U1 33A 


MTMR1 


Hs.372428 


Q13613 


8776 


Xq28 


216218.s.aLHG-U133A 


' PLCL2 


Hs.54886 


Q9H8L0 


23228 


3p24.3 


21 6304_x_aLHG-U 1 33A 












216320_x_at_HG-U133A 












216356j(_aLHG-U133A 


BAiAPS 


Hs.1 34846 


BAA34454 


8938 


16p13.3 


216363_at_HG-U133A 












21 6379_x_at_HG-U1 33A 












216399_s_at_HG-U133A 












21 6449.x_at_HG-U1 33A 












216450_.x_aLHG-U133A 












216609_aLHG-U133A 




Hs.336933 


060744 






21 6640_s_aLHG-U1 33A 












216652_s_aLHG-U133A 












216680__s_aLHG-U133A 


EPHB4 


Hs.155227 


Q96L35 


2050 


7q22 


216698_x_aLHG-U1 33A 












21 6833_x_at_HG-U1 33A 


• 


Hs.372513 


01^832 






21 6860_s_at_HG-U1 33A 


GDF11 


Hs.339699 


095390 


10220 


12q12 


21 7047.s_aLHG-U1 33A 












21 7080_s_at.HG-U1 33A 


H0MER-2B 


H8.93564 


095349 


9455 


15q24.3 


217156_aLHG-U133A 












217179_x„aLHG-U133A 












217185_s_aLHG-U133A 












217223_s_at_HG.U133A 












21 7225_x_aLHG-U1 33A 


PM5 


Hs.227823 


Q9H049 


23420 


16p13.11 


217375„at_HG-U133A 












217383_aLHG-U133A 












21 7398_x.aLHG-U1 33A 












217418.x_aLHG-U133A 


MS4A2 


Hs.89751 


AAH02807 


931 


11q12-q13. 


217419_x_aLHG-U133A 












21 7478_s_aLHG-U1 33A 












217504_aLHG-U133A 


ABCA6 


Hs. 15780 


Q8WWZ6 


23460 


17q24.3 


21 7520_x_at_HG-U1 33A 




Hs.356777 








217521_at_HG-U133A 




Hs.276590 








217559_aLHG-U133A 


RPL10L 


Hs.308332 


Q96L21 


140801 


14q13-q21 


217716_s_aLHG-U133A 


SEC61A1 


Hs.308079 


Q9BU16 


29927 


3q21.3 


217768_aLHG-U133A 


LOC51637 


Hs.1 10803 


Q9Y224 


51637 


14q21.3 


21 7816_s_aLHG-U1 33A 


pcnp 


Hs.283728 


Q96CU3 


57092 


3q13.11 


217838_s„at_HG-U133A 


RNB6 


Hs.241471 


AAH23997 


51466 


14q32.32 
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21 791 6_s_aLHG-U1 33A 


BM-009 


Hs.92918 


Q9N\A/21 


61571 


8q24.22 


217920_aLHG-U133A 




Hs.362793 


. AAH15874 






217950.at_HG-U133A 


NOSIP 


Hs.7236 


Q9Y314 ^ 


51070 


19q13.33 


217963_8.at.HG-U133A 


HCS 


Hs.169248 


P00001 


54205 


7p21.2 


21 7966_s_aLHG-U1 33A 


C1orf24 


Hs.48778 


Q9H9Y8 


116496 


1q25 


217979_at_HG-U133A 


NET-6 


Hs.284243 


095857 


27075 


7p21.3 


217988.at_HG-U133A 


HEI10 


Hs.1 07003 


Q9NPC3 


57820 


14q11.1t 


217989.at.HG-U133A 


LOC51170 


Hs.12150 


Q9UKU4 


51170 


4q21.3 


217994_x_aLHG-U133A 












218039_at_HG-U133A 


ANKT 


Hs.279906 


AAH24772 


51203 


15q13.3 


21 8041_x_aLHG-U1 33A 


PRO1068 


Hs.343878 




65439 




21 8051_s_aLHG-U1 33A 


FLJ12442 


Hs.84753 


Q96C80 


64943 




21 8089_at_HG-U1 33A 


C20orf4 


Hs.11314 


Q9Y312 


25980 


20pter-q12 


21 8090.s_aLHG-U1 33A 












21 8094_s_at_HG-U1 33A 


C20orf35 


Hs.179666 


Q9BVL1 


55861 


20q13.11 


21 81 00„s_at_HG-U1 33A 


ESRRBL1 


Hs. 17031 8 


Q9NWB7 


55081 


3q13.13 


21 81 09_s_aLHG-U1 33A 


FU14153 


Hs.7503 


Q9H3U5 


64747 


3q25.31 


21 8122_s_at_HG-U1 33A 


SENP2 


H8.3355 


BAA9256g 


59343 


3q28 


218144_s_at_HG-Ui33A 


FLJ22056 


Hs.24966 


Q9H6N1 


64423 


14q32.33 


21 81 51_x_at_HG-U1 33A 


FLJ11856 


Hs.6459 


Q9HAB3 • 


79581 


8q24.3 


21 81 68_s_at_HG-U1 33A 


CABC1 


Hs.273186 


Q9HBQ1 


56997 


1q42.11 


21 8172_s_at_HG-U1 33A' 


. PR02577 


Hs.241576 




55493 


8q24.13 


21 81 91_s_at_HG-U1 33A 


FU11240 


Hs.339833 


Q9BY56 


55788 


6q14.1 


21 8223_s_at_HG-U1 33A 


LOC51177 


Hs.1 73380 


Q9NRV3 


51177 


1q21.3 


21 8224_at_HG-U1 33A 


PNMA1 


Hs.1 94709 


095144 


9240 


14q24.1 


21 8237_s_aLHG-U1 33A 


SLC38A1 


Hs.1 8272 


Q9H2H9 


81539 


12p11.21 


21 8259_aLHG-U133A 


KIAA1243 


HS.15W6 


BAA86557 


57496 


16p13.2 


218319.at_HG-U133A 


PELI1 


Hs.7886 


Q9HCX0 


57162 


2p13.3 


218329.aLHG-U133A 


PRDM4 


Hs.21807 


Q9UKN5 


11108 


12q23^241 


21 8331_s„at_HG-U1 33A 


FLJ20360 


Hs.26434 


Q9H7A4 


54906 


10p15.1 


218338_at_HG-U133A 


EDR1 


Hs.305985 


Q9BU63 


1911 


12p13 


218341_aLHG-U133A 


FU11838 


Hs.72531 


Q9HAB8 


79717 


1p34.1 


218351_at_HG-U133A 


FLJ20502 


Hs.23956 


Q9NX08 


54951 




218354_aLHG-U133A 


L0C51693 


Hs.27445 


Q9UL33 


51693 


16q24.3 


218355_aLHG-U133A 


KIF4A 


Hs.279766 


095239 


24137 


Xq13.1 


218379_aLHG-U133A 


RBM7 


Hs.5887 


Q9NUT4 


10179 


11q23.1<|23.2 


218384_aLHG-U133A 


CRHSP-24 


Hs.92198 


Q9BQ53 


23589 


16p13.3 


21 8424_s_at_HG-U1 33A 


FLJ10829 


Hs.57655 


AAM08128 


55240 


2q21.2 


21 8484_s_aLHG-U1 33A 


FLJ10700 


Hs.29590g 


Q9H6F3 


55731 


17q11.2 


21 8468_s_aLHG-U1 33A 


CKTSF1B1 


Hs.40098 


060565 


26585 


15q13-q15 


218469.aLHG-U133A 


CKTSF1B1 


H8.400g8 


060565 


26585 


15q13<|16 


218482_aLHG-U133A 


0C6 


Hs.283740 


Q9NPA8 


56943 


8q23.2 
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218499.aLHG-U133A 


MST4 • 


Hs.23643 


Q96SR7 


,51765 


Xq26.1 


il8516_s_aLHG-U133A 


FU20421 


Hs.13328 


Q9NX62 


54923 


8q11.23 


218517.at_HG-U133A 


FLJ22479 


Hs.238246 


Q96SQ1 


79960 


4q26-q27 


218631.at,HG-U133A 


FU21749 


Hs.288761 


Q9H6X4 


80194 


11q12.2 


21 8543_s_at_HG-U1 33A 


FU22693 


Hs. 12646 


Q9H610 


64761 


7q32.2 


218549_s.at_HG-U133A ' 


LOC51116 


Hs.44222 


Q96DB5 


51115 




218577.aLHG-U133A 


FU20331 


Hs.50848 


Q9NXC1 


55631 


1p31.1 


218582_aLHG-U133A 


FU20446 


Hs.343748 


Q9NX47 


54708 


10q23.33 


218589_aiJriG-U133A 


P2Y5 


Hs. 189999 


P43657 


10161 


13q14 


218614^aLHG-U133A 


FLJ10652 


Hs.236844 


Q9NVL6 


55196 


12p12.1 


218642.s_aLHG-U133A 


MGC2217 


Hs.323164 


Q9BUK0 


79145 


8q11.22 


218645.aLHG-U133A 


ZNF277 


Hs.42636 


CAD28546 


11179 


7q31.1 


218662_s_at_HG-U133A 


HCAP-G 


Hs.193602 


Q96SV9 


64151 


4p16-p15 


218663_at_HG-U133A 


HCAP-G 


Hs.1 93602 


Q9BUR3 


64151 


4p16-p15 


218692_aLHG-U133A 


FLJ20369 


Hs.8358 


096080 


55638 


8q23.2 


218718.aLHG-U133A 


PDGFC 


Hs.43080 


QgNRAI 


56034 


4q32 


218764_aLHG.U133A 


MGC5363 


Hs.1880 


Q9BVQ0 


79030 


14q22.1<|22.3 


218836_at_HG-U133A 


FLJ22638 


H8.1 83232 


Q96F16 


79897 


6p21.31 


21 891 3_s„aLHG-U1 33A 


L0C51291 


Hs.49427 


Q9P107 


51291 


19p11-p12 


218916_at_HG-U133A 


FLJ23438' 


Hs.85658 


Q9H6H4 


79724 


16p11.1 


218933.at_HG-U133A 


MGC5347 


Hs.5555 


Q9BVQ7 


79029 


15q15.1 


218938_at_HG-U133A 


MGC11279 


Hs.10915 


Q9H469 


79176 


10q24.32 


2l8942_at_HG-U133A 


FLJ22055 


Hs. 144502 


AAH28596 


79837 


12q13.11 


218974„aLHG-U133A 


FLJ10159 


Hs.22505 


Q9NWB3 


55084 


6q21 


219013_at_HG-U133A 


FLJ21634 


Hs,97056 


Q9H6C2. 


63917 


7q34-q36 


219027_s_aLHG'U133A 


MY09A 


Hs.23395 


Q9NTG2 


4649 


15q22-q23 


219029„at_HG-U133A 


FU21657 


Hs.26498 


Q96D39 


64417 


5p12 


219033_at_HG-U133A 


FLJ21308 


Hs.29977 


Q9H754 


79668 


5q11,1 


219036_aLHG.U133A 


BUE 


Hs.42315 


Q96B31 


80321 


3q22-q23 


21 9073„s.aLHG-U1 33A 


OSBPL10 


Hs.321622 


Q9NX98 


114884 


3p22.3 


21 9076_s_at.HG-U1 33A 


PXMP2 


Hs.49912 


QgSGBO 


5827 




219079.aLHG-U133A 


b5&b5R 


Hs.5741 


AAH25380 


51167 


6pter-q22.33 


219084_aLHG-U133A 


NSD1 


Hs.99010 


Q96L73 


64324 


5q35.3 


219090_aLHG-U133A 


SLC24A3 


Hs.12321 


Q9HC58 


57419 


20p13 


219099_at_HG-U133A 


C12orf5 


Hs.24792 


Q9NQ88 


57103 


12p13.3 


219111_s_aLHG-U133A 


MGC2835 


Hs.70582 


AAL85336 


79039 


12q24.11 


219138_at_HG-U133A 


RPL14 


H5.738 


Q96GR0 


9045 


3p22-p21.2 


219156_at_HG-U133A 


FU11271 


Hs.1 09654 


Q96IA4 


55333 


14q22.1-q24.3 


219202_at_HG-U133A 


FLJ22341 


Hs.25485 


Q9H6E9 


79651 


17q25.3 


219221_aLHG-U133A 


FLJ22332 


Hs.111092 


Q9H6F0 


79779 


3q24 


219229_at.HG-U133A 


SLC21A11 


Hs.14805 


Q9UIG8 


28232 


15q26 


219234_x,at_HG-U133A 


FU23142 


Hs.20g99 


Q9H5R5 


79634 


2q31.1 
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219271_aLHG-U133A 


FU12691 


Hs.15830 


Q9BRH1 


79623 


2p23.2 


219280_aLHG-U133A 


WDR9 


Hs.225674 


Q96QH0 


54014 


21q22.2 


219291_at_HG-U133A 


MDS009 


Hs.64641 


Q9NRU6 


56986 


15q15.2 


219312_s_aLHG-U133A 


RINZF 


Hs.237146 


Q96MH9 


65986 


8q13-q21.1 


21 9329_s_aLHG-U 1 33A 


3-Apr 


Hs.9527 


Q96RT2 


51374 


2p23,3 


219337.aLHG-U133A 


FLJ20584 


Hs.126704 


Q9NWV0 


54991 


1p36.33 


219358_s^aLHG-U133A 


CENTA2 


Hs.28802 


Q96SD5 


55803 


17q11.a 


219360.s.at_HG-U133A 


TRPM4 


H8.31608 


AAM18083 


54795 


19q13.33 


219362_at_HG-U133A 


FU22643 


Hs.43579 


Q9H631 


79688 


9q21.33 


219452_aLHG-U133A 


LOC64174 


Hs. 11 5537 


Q9H4A9 


64174 


16q22.2 


2194S7_s_aLHG-U133A 


RIN3 


Hs.180040 


Q9H6A5 


79890 


14q32.13 


219463„aLHG-U133A 


C20orf103 


Hs.22920 


Q9UJQi 


24141 


20p12 


219471_aLHG-U133A 


FLJ21562 


Hs.288708 


Q9H714 


80183 


13q14.11 


21 9477_s_at_HG-U1 33A 


LOC55901 


Hs.325667 


Q9NS62 


55901 


13q14.13 


219478_aLHG-U133A 


WFDC1 


Hs.36688 


Q9HAU1 


58189 


16q24.3 


21 95 1 8_s_at_H G-U 1 33A 


FU22637 


Hs.296178 


QgH634 


80237 


15q14 


219674_aLHG-U133A 


FLJ20668 


Hs.12920 


CAD28529 


55016 


4q32.2 


219598_s^aLHG-U133A 












219615_s_aLHG-U133A 


KCNK5 


Hs. 127007 


095279 


8646 


6p21 


219631_aLHG-U133A 


FU12929 


Hs.278956 


Q8WVX8 . 


80002 


8q22.3 


219634_at_HG-U133A 


C4ST 


Hs.287402 


Q9NPF2 


50515 


12q 


219641_at_HG-U133A . 


FU10103 


Hs.42140 


Q9NWD5 


55070 


15q25.3 


219854_aLHG-U133A 


PTPLA 


Hs. 11 4062 


Q96FW7 


9200 


10p14-p13 


21 9667_s_aLHG-U1 33A 


BANK 


Hs.1 93736 


Q9NWP2 


55024 


4q22.2 


219690_aLHG-U133A 


FLJ22673 


Hs.352548 


09H665 


79713 


19q13.13 


219734_aLHG-U133A 


FLJ20174 


Hs.1 14556 


Q9NXL6 


54847 


3q13.31 


219753_at_HG-U133A 


STAG3 


Hs.20132 


Q9UJ98 


10734 


7q22 


219763_at_HG-U133A 


KIAA1608 


HS.300842 


BAB13434 


57706 


9q34.11 


219788_at_HG-U133A 


PILR 


Hs.1 22591 


Q9UKJ1 


29992 


7q22 


219789_aLHG-U133A 


NPR3 


Hs.1 23655 


PI 7342 


4883 


5p14-p13 


219793„al_HG-U133A 


SNX16 


Hs.1 28645 


P57768 


64089 


8q21.13 


2198li2„aLHG-U133A 


MGC2463 


Hs.323634 


Q9BVK3 


79037 


7q11.1 


219820_at_HG-U133A 


NTT5 


Hs.59260 


Q9GZN6 


28968 


19q13.1-q13.4 


21 9837.s.aLHG-U1 33A 


C17 


Hs. 13872 


QgNRRI 


54360 


4p16-p15 


219846_aLHG-U133A 


FU23040 


Hs.1 6981 3 


Q9H5U2 


80248 


1q21.2 


219868_s_aLHG-U133A 


ANKHZN 


Hs.352146 


Q9P2R3 


51479 


17p13 


21 9869_s_at_HG-U1 33A 


LOC64116 


Hs.284205 


Q9BVC0 


64116 


4q22-q24 


219891_at_HG-U133A 


FLJ20208 


Hs.131776 


Q9NXJ5 


54858 


19p13.11 


220000_at_HG-U133A 


SIGLEC5 


Hs.1 17005 


015389 


8778 


19q13.3 


220001_at_HG-U133A 


PADI5 


Hs.117232 


Q9UM07 


23569 


1p36.13 


220007_aLHG-U133A 


FU13984 . 


Hs.135146 


Q9H825 


79828 


2q31.1 


220050.aLHG-U133A 


C9orf9 


Hs.62595 


Q96E40 


11092 


9q34 
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220059_al_HG-U133A 


BRDG1 


Hs.121128 


Q9ULZ2 


26228 

1 


4q13.1 


220118_aLHG-U133A 


TZFP 


Hs.99430 


Q8WVP2 


27033 


19q13.1 


220307_at_H G-U 1 33A 


CD244 


Hs. 157872 


Q9Y288 


51744 


1q23.1 


220338_at_HG-U 1 33A 


FLJ10244 


Hs.274419 


Q9NW78 


55103 


1q24.1 


220564_at_HG-U1 33A 


FLJ11218 


Hs.274413 


Q96S33 


55328 


10c|23.33 


220653_at_HG-U133A 


Z1M2 


Hs.201776 


Q9N2V7 


23619 


19q13.4 


220744_s_aLHG-U133A 


WDR10 


Hs.70202 


Q9NV68 


55764 


3q21 


220755_s_at_HG-U1 33A 












220764_at_HG-U1 33A 


PPP4R2 


Hs.356686 


Q8WXX6 


55340 


3q2S 


220768_s_aLHG-U1 33A 


CSNK1G3 


Hs.129206 


Q9Y6M4 


1456 


5q23 


220796_x_at_HG-U1 33A 


FU14251 


Hs.281462 


Q96i93 


79939 


19p13.12 


220798_x„aLHG-U1 33A 


FU11535 


Hs.225170 


Q9HAJ4 


79948 


19p13.3 


220924_s_aLHG-U1 33A 


SLC38A2 


Hs.298275' 


Q98QD8 


64407 


12q 


220987_s_aLHG-U1 33A 


DKFZP434J037 


Hs.172012 


Q9H093 


81788 


1q31.1-q31.2 


220999_s_aLHG-U1 33A 


PR01331, 


Hs.301824 


AAH26892 


81032 


5q33.2 


221004„s_at_HG-U133A 


ITM3 


Hs.111577 


CAD28460 


81618 


2q37 


221 008_s_aLHG-U1 33A 


MY014 


Hs.67619 


096079 


81609 


1q2l1 


221011_s_aLHG-U133A 


DKF2P566J091 


Hs.57209 


Q9H0Q1 


81606 


2p23.1 


221 030_s_at_HG-U1 33A 


DKFZPS64B1162 


Hs.93589 


Q9H0T6 


83478 


4q21.23-q21.3 


221 188.s_aLHG-U133A 


CIDEB ' 


Hs.288835 


AAH25332 


27141 


14q11.2 


221206_aLHG-U133A 


FU21459 


Hs.3769 


Q9H729 


79569 


.3q21.2 


221 234_s_aLHG-U1 33A 


BACH2 


Hs.88414 


Q9BYV9 


60468 


6q15 


221239_s_at_HG-U1 33A 


SPAP1 


Hs.194976 


AAM12152 


79368 


1q21 


221 263_s_aLHG-U1 33A 


MGC3178 


Hs,6101 


CAO29430 


81567 


6p25.2 


221268.8_aLHG-U133A 


LOC81637 


Hs.24678 


Q9H189 


81537 


14q23.1 


221331_x_at_HG-U133A 


CTLA4 


Hs.247824 


095653 


1493 


2q33 


221486_at_HG-U133A 












221 543_s_arHG-U1 33A 


C8orf2 


Hs, 125849 


094905 


11160 


8p11.2 


221 555_x_aLHG-U1 33A 


CDC14B 


Hs.22116 


060730 


8555 


9q22.32 


221 558_s_at_HG-U1 33A 


LEF1 


Hs.44865 


Q9UJU2 


51176 


4q23<!26 


221 581_s_at_HG-U1 33A 


WBSCR5 


Hs.56607 


Q9BXX8 


7462 


7q11.23 


221 586_s_at_HG-U1 33A 


E2F5 


Hs.2331 


Q15329 


1875 


8q21.13 


221 601_s_at_HG-U1 33A 


TOSO 


Hs,58831 


060667 


9214 


1q31.3 


221602_s_at_HG-U133A 


TOSO 


Hs.58831 


060667 


9214 


1q31.3 


221617_at_HG-U133A 












o44_at_nG-U1 33A 


TREX1 


Hs.278408 


AAD48774 


11277 


3p21 .3^)212 


221 731 _x_aLHG-U1 33A 


CSPG2 


Hs.81800 


PI 3611 


1462 


5q14.3 


221739_aLHG-U133A 


IL27 


Hs.10927 


Q96gH8 


56005 


19p13.3 


221755_al.HG-U133A 




H8.356684 


Q9HBR0 






221761_at.HG.U133A 


ADSS 


Hs.90011 


P30520 


159 


1cen-q12 


221770_aLHG-U133A 


RPE 


Hs.125845 


Q96M10 


6120 


2q32-q33.3 


221778,at_HG.U133A 


KIAA1718 


Hs.222707 


Q9C0E5 


80853 


7q33-q35 
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221 802_s.at.HG-U1 33A 

221834_aLHG-U133A 

221858_aLHG-U133A 

221865_aLHG-U133A • 

221902^aLHG4J133A 

221 943_x_aLHG-U133A 

221969_aLHG-U133A 

221980_aLHG-U133A 

221991.at_HG-U133A 

222062_aLHG-U133A 

222073_at_HG-U133A 

222108„at_HG-U133A 

222146_s„aLHG-U133A 

2221 47_s_aLHG-U1 33A 

2221 50_s_aLHG-U1 33A 

2221 54.s_aLHG-U1 33A 

2221 63.s_at_HG-U1 33A 

222166_aLHG-U133A 

222203_s_aLHG-U1 33A 

222229.x.at_HG-U1 33A 

222237_s_aLHG-U1 33A 

222275_aLHG-U133A . 

222282_at_HG-U133A 

22231 3_at_HG-U1 33A 

222335_aLHG-U133A 

222422_s_at_HG-U1 33B 

222448_s_aLHG-U133B 

222465_at_HG-U133B 

222477„s_at_HG-U1 33B 

222492_aLHG-U133B 

222520_s_at_HG-U133B 

222619_at_HG-U133B 

222680_s_aLHG-U1 33B 

222692_s_at_HG-U133B 

222698^s_aLHG-.U1 33B 

222862_8_at_HG-U133B 

22291 5_s_at_HG-U1 33B 

22291 6^s_aLHG-U133B 

222955_s_at_HG-U133B 

222976„s_aLHG-U1 33B 

222977_aLHG4J133B 

222979 s at HG-U133B 



K1AA1598 
K1AA0808 



RPL38 ' 
PAX5 

NXPH3 

WSX1 

CGL4A3 



Hs.23740 

HS.351343 

Hs.100960 

Hs.170226 

Hs.7967 

Hs.2017 

Hs.22030 

Hs.55069 
Hs. 132781 
Hs.530 



AAH22348 57698 10c|26.2 
QgUG83 23232 10c|24.2 



P23411 
Q02548 

AAH22541 
AAH28003 
Q01955 



6169 
5079 



17q23-q25 
9p13 • 



11248 17q22 
9466 19p13.11 
1285 2q36-q37 



DKFZP564A2416 
MGC5347 



Hs.5297 
Hs.5555 



Q8WV53 
Q9HA41 



26010 2q33.1 
79029 16q16.1 





H8.27362 










Hs.294014 










Hs.293334 










Hs.44888 








MGC10924 


Hs.9788 


Q9BT67 


80762 


5q31.3 


UMP-CMPK 


Hs.11463 


P30085 


51727 




C15orf15 


Hs.284162 


AAH26267 


51187 


15q21 


TM7SF3 


Hs. 10071 


Q9NUS4 


51768 


12q11-q12 


FLJ21324 


Hs.4746 


Q9BTJ7 


60683 


21q22.3 


ESRRBL1 


H8.170318 


BAB87803 


55081 


3q13.13 


2WF281 


Hs,59757 


Q9Y2X9 


23528 


1q32.1 


RAMP 


Hs. 126774 


Q98SN0 


51514 




FU23399 


Hs.299883 


Q9NSQ8 


64778 


3q26.31 


IMPACT 


Hs.284245 


Q9H2X4 


55364 


18q11.2-q1 


AK5 


Hs.18268 


Q9Y6K8 


26289 


1p31 


BANK 


Hs.193736 


Q8WYN5 


55024 


4q22.2 


HT011 


Hs.355726 


Q9NRV0 


55855 


Xq26.1 


NTRK1 


Hs.85844 


AAH15403 


4914 


1q21-q22 


SURF4 


Hs.284296 


015260 


6836 


9q34.2 
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222982_x_at_HG-U1 33B 


SLC38A2. 


Hs.298275 


BAA92620 


64407 


12q 


a22996.s^at_HG-U133B 


HSPC195 


Hs.15093 


Q9NV51 


51523 


5q31.3 


223036_aLHG-U133B 


FRSB 


Hs.9081 


Q9BR63 


10056 


2q36.3 


223044„aLHG-U133B 


SLC11A3 


Hs,5944 


Q9NP59 


30061 


2q32 


223054_aLHG-U133B 


DNAJB11 


Hs.278605 


Q9UBS4 


51726 


3q28 


223226_x^aLHG-U133B ' 


MGC3181 


Hs.324618 


Q9BWG4 


84713 


19p13.11 


223246.s.aLHG-U133B 


STRBP 


H8.8215 


Q9BXG4 


55342 


9q34.11 


223253_at.HG-U133B 


UCC1 


Hs.48721 


Q96J80 


54749 


7p14.1 


223276_aLHG-U133B 


NID67 


Hs,29444 


Q9BZL3 


85027 




223280_x_aLHG-U1 33B 


MS4A6A 


Hs.17914 


AAL56223 


64231 


11q12.1 


223287_s„aLHG-U1 33B 


F0XP1 


Hs.274344 


AAL56661 


27086 


3p14.1 


223314_aLHG-U133B 


MGC11352 


Hs.101395 


Q9BU34 


81619 


10q23.2 


223318_s_aLHG-U133B 


MGC10974 


Hs.1 11099 


Q9BT30 


84266 


19p13.3 


223321_s_aLHG-U1 33B 


FGFRL1 


Hs. 193326 


Q9H4D7 


53834 


4p16 


223382_s_aLHG-U1 33B 


N1N283 . 


Hs.320834 


Q96K16 


84937 


16q22.3 


223385_aLHG-U133B 


CYP2S1 


Hs.98370 


Q96SQ9 


29785 


19q13.1 


223391_aLHG-U133B 


LOC81537 


Hs.24678 


Q9H189 


81637 


14q23.1 


223401_aLHG-U133B 


MDS006 


Hs.47668 


Q9BVD4 


56985 


17p12 


223422_s_aLHG-U1 33B 


DKFZP564B1162 


Hs.93589 


Q9H0T6 


83478 


4q21.23-q21,3 


223449_at_HG-U133B 


SEMA6A • 


Hs.263395 


Q96JU9 


57556 


5q23,1 


223462^aLHG-U133B 


MGC4818 


Hs.89072 


Q9BSA9 


84286 


4p16.3 


223467_aLHG-U133B 


RASD1 


Hs.25829 


AAM21071 


51665 


17p11.2 


223469_at_HG-U133B 


MGC10812 


Hs.4188 


Q9BSM8 


83542 


19p13.11 


223471„at_HG-U133B 












223474_at_HG-U133B 


C14orf4 


Hs.1 79260 


Q96JG2 


64207 


14q24.3 


223482_aLHG-U133B 


TMPIT 


Hs.314243 


Q9BXJ8 


83862 


7p12,3 


223498.al.HG-U133B 




Hs.15053 


Q9HCQ3 






223514_aLHG-U133B 


CARD11 


Hs.293867 


AAL34460 


84433 


7p22 


223522_aLHG-U133B 


GL012 


Hs.21379 


Q9H2N8 


81571 


9q34.11 


223695_aLHG-U133B 


AD031 


HS.44C04 


Q9H2Q1 


83935 


11q22.2 


223703_aLHG-U133B 


CDA017 


Hs.39780 


Q9H2I8 


83938 


10q23.1 


223712.aLHG-U133B 


DCOHM 


Hs.1 501 86 


AAM18136 


84105 


5q31.2 


223785_at_HG-U133B 


FU10719 


Hs.334828 


Q96JN1 


55215 


15q25-q26 


223828_s_aLHG-U1 338 


LGALS12 


Hs.284183 


AAH28222 


85329 


11q13 


223839_s.aLHG-U133B 












223894_s_at_HG-U133B 


FTS 


Hs.288929 


Q9H8T0 


64400 


16q12.2 


223939_aLHG-U133B 


GPR91 


Hs.279575 


AAL95690 


56670 


3q24-3q25.1 


223981 _aLHG-U133B 


NtN 


Hs.44054 


BAB13391 


61199 


14q21.3 


223982.s_aLHG-U133B 


IPLA2 


Hs.44198 


Q9NP80 


50640 


7q31 


224044_at_HG-U133B 


FLJ11040 


Hs.14202 


Q9H067 


55288 


17q11.2 


224049.at_HG-U133B 


KCNK17 


Hs.162282 


AAH25726 


89822 


6p21.1 


224076_s_aLHG-U133B 


WHSC1U 


Hs.27721 


Q9BYU8 


54904 


8p11.2 
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224221_s_aLHG-U1 33B 

224254_x.aLHG-U1 33B 

224324_at_HG-U133B 

224356 jc_at_HG-U133B 

224389.s.aLHG-U133B 

224404_s_aLHG-U1 33B 

224405_aLHG-U133B 

224406_s„aLHG-U133B 

224407_s_at_HG-U133B 

224435_aLHG"U133B 

224482_s.aLHG-U1 33B 

224516_s_aLHG-U1 33B 

224520_s_at_HG-U133B 

224553_s.at_HG-U1 33B 

224659_aLHG-U133B 

224570_s_aLHG-U1 33B 

224609_at_HG-U133B 

224664_aLHG-U133B 

224681.aLHG-U133B 

224710.aLHG-U133B 

224724_aLHG-U133B 

224727_aLHG-U133B * 

224735_at_HG-U133B 

224739_aLHG-U133B 

224764_aLHG-U133B 

224772_at_HG-U133B 

224794_s_aLHG-U133B 

224804_s_aLHG-U133B 

22481 1.al„HG-U133B 

224823_aLHG-U133B 

224833„aLHG-U133B 

224837_aLHG-U133B 

224838.aLHG-U133B 

224839_s_at.HG-U133B 

224847_aLHG-U133B 

224848.at_HG-U133B 

224872.aLHG-U133B 

224918_x.aLHG-U133B 

224928.aLHG-U133B 

224932_at_HG-U133B 

224935_aLHG-U133B 

224967_at.HG-U133B 



VAV3 


Hs.267659 


Q9UKW4 


10451 


1p13.2 


B29 


Hs. 131 072 


Q9BYG7 


83876 


18q21 


MS4A6A 


H8.17914 


AAH22854 


64231 


11q12.1 


LOC84570 


Hs. 148642 


Q9BXR9 


84570 


4q24 


t 

IRTA2 


Hs.191958 


Q96RD9 


83416 


1q21 


IRTA2 


Hs.1 91958 


Q96RD9 


83416 


1q21 • 


IRTA2 


Hs.191958 


Q96RD9 


8341 D 


\s\tL\ 




Hs.23643 


Q9BXC3 


61765 


Xq26.1 


MGC4248 


Hs.334437 


QgBRXd 


84293 


10q23.2 




Hs.7985 


Q9BRI9 


85018 


17q11.2 




Hs. 15093 


Q9NV51 


, 51523 


5q31.3 


IVIO W 1 W 1 UW 


Hs.9451 


Q9BR80 


84821 


12q13.2 




Hs.212680 


Q9Y5U5 


8784 


1p36.3 




Hs 350268 










Hs. 105509 


Q8\Ar*'97 


57153 


19p13.1 




Hs.178485 


Q96DE5 








Hs. 182874 


AAM12615 


2768 


7p22-p21 


RAR34 


Hs.301853 


Q96AR4 


83871 


17q11.1 


KIAA1247 


Hs.43857 


Q9UJR3 


55959 


20q12-13.2 




Hs.250465 










Hs.22546 


Q8WVT9 






IVlOw 1 


Hs.5326 


Q96MW6 


64840 


Xp11.23 


ARHGAP10 


Hs.11611 


BAA92662 


57584 


10 


MGC14961 


Hs.6298 


BAA86465 


57177 


1q32.3 


LOC51 148 


Hs.23954 


Q9HBP2 


61148 


9q34.2 




Hs.367690 


P28906 


57184 


15 




Hs.5724 










Hs.288965 








ETS1 


Hs. 18063 


P14921 


2113 


11q23.3 


F0XP1 


Hs.274344 


BAB85050 


27086 


3p14.1 


GPT2 


H8.355862 


AAK31794 


84706 






Hs.1 80059 


AAH27989 








Hs. 180059 


AAH27989 






K1AA1463 


Hs,21104 


Q9P265 


57609 


12q11 


MGST1 


Hs.355733 


P10620 


4257 


12p12.3-p1Z1 


PRSS2 


Hs.241561 


P07478 


5645 


7q34 


EIF2S3 


Hs.211539 


AAH19906 


1968 


Xp22.2-p22.1 



H8.23703 
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224970_aLHG-U133B 


NFIA 


Hs.173933 


Q12857 


,4774 


1p31.3-p31.2 


i24975_aLHG-U133B 


NFIA 


Hs.173933 


AAH22264 


4774 


1p31.3^)31.2 


224976.aLHG-U133B 


NFIA 


Hs.173933 


Q12857 


4774 


1p31.3-p31.2 


224994_aLHG-U133B 


CAMK2D 


Hs.1 11460 


Q13557 


817 


4q25 


225003_aLHG-U133B 


MBC3205 


Hs.43621 


Q96HM3 


90585 


19p13.2 


225010_aLHG-U133B 












225014_at_HG-U133B 




Hs.235026 


Q9BRT5 






225019_at_HG-U133B 


CAMK2D 


Hs.111460 


Q13557 


817 


4q25 


225025.aLHG-U133B 


iGSF8 


Hs.332012 


Q9BTG9 


93185 


1q23,1 


225051_at_HG-U133B 




Hs.268024 








225055_aLHG-U133B 


FLJ10120 


Hs.33g808 


Q9NWC8 


55073 


17q21.32 


226064_at_HG-U133B 




Hs.250535 








225065.x_aLHG-U133B 




Hs.295362 


AAH27986 






225073_at_HG-U133B 


HSPC232 


Hs.281428 


Q96NB9 


51535 


12p11.23 


225080_at_HG-U133B 


MY01C ' 


Hs.286226 


000159 


4641 


17p13 


225085_at_HG-U133B 




Hs.96513 


Q96D48 






226129_aLHG-U133B 


MDS026 


Hs.85752 


Q9P1Y7 


55844 




225136.aLHG-U133B 




Hs.18585 








225144_at_HG-U133B 




Hs.28959 








2251 75_s_aLHG-U1 33B 


CTL2 


Hs. 105509 


Q8WY97 


57153 


19p13.1 


225230_aLHG-U133B 


CEPT1 


Hs.126031 


Q9Y6K0 


10390 


1p12 


225246_at_HG-U133B 


STIM2 


Hs.278894 


Q9P246 


57620 


4p15.2 


225260_aLHG-U133B 


STIM2 


H8.278894 


Q9P246 


57620 


4p15.2 


225270_at_HG-U133B 












225277_aLHG-U133B 




Hs.9070 


Q8WV10 






225285_aLHG-U133B 












225305.aLHG-U133B 




Hs.27769 








226306_s.at.HG-U133B 




Hs.27769 








2253i4„aLHG-U133B 




Hs.96835 








225326.at_HG-U133B 


KIAA1311 


Hs.61441 


Q9P2N5 


54439 




225327.aLHG-U133B 


FLJ10980 


Hs.29716 


Q9NV24 


56204 


15q15.3 


226330^aLHG-U133B 




Hs.1 04679 


Q96FP4 






225331_at_HG-U133B 




Hs.170307 








225344_aLHG-U133B 












225386_s_aLHG-.U1 33B 


LOC92906 


Hs.91684 


Q8WW9 


92906 


2p22.3 


225406.aLHG-U133B 


TSG 


H8.247302 


Q9GZX9 


67045 


18p11.3 


225426_aLHG-U133B 




Hs.355739 








225452_at_HG-U133B 


PPARBP 


Hs.1 5589 


Q15648 


5469 


17q12 


225469_at_HG-U133B 


KRAS2 


Hs.351221 


P01118 


3845 


12p12.1 


225510_at_HG-U133B 


CHN1 


Hs.22660 


P16882 


1123 


2q31-q32.1 


225512.aLHG-U133B 




Hs.23853 


Q96NB8 






225547jat_HG-U133B 




Hs.372680 









1068 



wo 03/039443 



PCT/EP02/12303 



225653_aLHG-U133B 

225563_aLHG-U133B 

225565_aLHG-U133B 

225592_aLHG-U133B 

226624_at_HG-U133B 

225629_s_at_HG-U1 336 

225635.s_aLHG-U1 33B 

226640_aLHG-U133B 

225663_at.HG-U133B 

225660_aLHG-U133B 

226670_at_HG-U133B 

226700.aLHG-U133B 

22671 3_aLHG-U133B 

225736_aLHG-U133B 

225772_s_aLHG-U1 338 

225776_aLHG-U133B 

225782.at_HG-U133B 

225790_aLHG-U133B 

225792_aLHG-U133B 

225803_aLHG-U133B 

225804_at_HG-U133B 

225889_aLHG-U133B • 

225897_at_HG4J133B 

226902_at_HG-U133B 

225917_at_HG-U133B 

225927_aLHG-U133B 

225959_s_aLHG-U133B 

226005.aLHG-U133B 

226008_aLHG-U133B 

22601 3_aLHG-U1 338 

22601 4_aLHG-U133B 

226043_aLHG-U133B 

226060jaLHG-U133B 

226063_at_HG-U1338 

226066_aLHG-U133B 

226101.at_HG-U133B 

226120_aLHG-U133B 

226122_at_HG-U133B 

2261 47_s_at_HG-U1 33B 

226156_aLHG-U133B 

226165.aLHG-U133B 

226188_at.HG-U133B 



NRM 
KIAA1536 

SEMA6A 



Hs.56847 

Ms.30348 

Hs.22315 

Hs.57222 

Hs.194478 

Hs.35096 

Hs.279607 

Hs.279607 

Hs.105684 

Hs.263395 

Hs.18955 



Q9UN92 11270 6p21.31 

Q9H7K6 

BAA96062 57659 17p13.2 



Q9H6G8 
Q9H2E6 



67556 5q23.1 



KIAA1898 

1 If * • www 


Hs.22410 


Q96PY9 


114790 


2q36.3 


MGC14288 


Hs.181073 


Q96I36 


84987 


12p11.1 


BAZ2A 


Hs.277401 


Q9UIF9 








Hs.339024 










Hs.339024 










Hs.299254 








FBX032 


Hs.61661 


Q969P6 • 


114907 


8q24.13 




Hs.284163 


Q8WUJ1 








H8.285833 


Q96BG3 








Hs.330716 










Hs.35274 








DKFZp762B226 


Hs.7041 


BAA86522 


55918 


12q23.1 


MAP3K1 


Hs.170610 


Q13233 


4214 


5q11.2 


NIN283 


Hs.32p834 


Q9H083 


84937 


16q22.3 




Hs.296273 








HCA4 


Hs.94011 


AAM08357 


145961 


15q12 




Hs,347459 








EIF3S5 


Hs.7811 


000303 


8665 


2p16.1 


AGS3 


Hs.239370 


Q96G60 


26086 


9q34.3 


RFT1 


Hs.334614 


Q96J03 


91869 


3p21.31 




Hs.4248 


Q8WY83 








Hs.374424 








LOC123016 


Hs.55158 


AAH26351 


123016 


14q31.3 




Hs.205126 








AKr2 


Hs.326445 


P31751 


208 


19q13.1-q13. 


E2F5 


Hs.2331 


Q15329 


1875 


8q21.13 
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226190^atHG-U133B 

i262^ 0_s_aLHG-U1 33B 

226236.aLHG-U133B 

226244^at_HG-U133B 

226247_aLHG-U133B 

226260_at.HG-U133B 

226262.aLHG-U133B 

226268.at_HG-U133B 

226291_aLHG-U133B 

226299_at_HG-U133B 

226301_at.HG-U133B 

226324_8_aLHG-U1 33B 

226326.aLHG-U133B 

226342_at_HG-U133B 

226384_aLHG-U133B 

226408.aLHG-U133B 

226435_at_HG-U133B 

226438_aLHG-U133B 

226448_at_HG-U133B 

226450_aLHG-U133B 

226454_aLHG-U133B 

226496_aLHG-U133B 

226499_at_HG-U133B 

226608_at_HG-U133B 

226531_at_HG-U133B 

226538_at_HG-U133B 

226545_aLHG-U133B 

226546_aLHG-U133B 

226550_aLHG-U133B 

226560_aLHG-U133B 

226690_aLHG-U133B 

226607_aLHG-U133B 

226625„aLHG-U133B 

226634_aLHG-U133B 

226636_at_HG-U133B 

226641„aLHG-U133B 

226646_aLHG-U133B 

22671 3_aLHG-U133B 

226726_aLHG4J133B 

226734_at_HG-U133B 

226735_at_HG-U133B 

226741_at.HG-U133B 



AL32 
pknbeta 
dJ55C23,6 
SLB 



HTPAP 
TEAD2 



LOC92979 



FLJ14466 
MAN2A1 



L3MBTL 
TGFBR3 



KLF2 

LOC129642 
LOC51234 



Hs.57776 

Hs.374572 

Hs.349092 

Hs.293815 

Hs.287830 

Hs.374454 

Hs.374454 

Hs.337603 

Hs.27669 

Hs.44101 

Hs.347144 

Hs.127401 

Hs.11356 

Hs.236443 

Hs. 169341 

Hs.166556 

H8.301152 

Hs.38516 
Hs.98401 
Hs.66377 
Hs.27774 
Hs.21812 
Hs.25328 
Hs.55148 
Hs.63368 

Hs.90286 

Hs.91389 

Hs, 13234 

Hs.349208 

Hs.119021 

Hs.342874 

Hs.98613 

Hs.279607 

HS.11671 

Hs.107740 

Hs.55098 

Hs.356547 

Hs.306915 

Hs.25119 

Hs.250905 



BAB13389 
Q9UM03 

Q9UG01 



Q9BY45 
Q15562 



Q96GI7 

Q96GG2 
AAH22434 



Q96BP7 
Q16706 



Q9UFX9 • 

Q03167 

AAH26167 



Q9Y5W3 

Q96Kr4 

Q9NZK9 
Q96KX9 



57679 2q33.2 

29941 9q34.2 

116843 6q22,3-q23.3 

26160 2p23.3 



84513 
8463 



84876 
4124 



8p11.21 
19q13.3 



92979 12q13.11 



12q24.31 
5q21-q22 



26013 20p13 
7049 1p33i332 



10365 19p13.13-p13.11 



129642 2p25.2 



51234 16q13.1 
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226743_aLHG-U133B 

226751_aLHG-U133B 

226783_aLHG-U133B 

226795.aLHG-U133B 

22681 8_aLHG-U133B 

226841 _aLHG-U133B 

226844_at_HG-U133B 

226876.at_HG-U133B 

226878_aLHG-U133B 

226905_aLHG-U133B 

226936_aLHG-U133B 

226939_at_HG-U133B 

226989_at_HG-U133B 

227030_aLHG-U133B 

227038_aLHG-U133B 

227039_aLHG-U133B 

227041_aLHG-Ul33B 

227046.aLHG-U133B 

227047_x.aLHG-U1 33B 

227066_aLHG-U133B 

227065_at_HG-U133B 

227121_aLHG-U133B ' 

227146_at_HG-U133B 

227146_al_HG-U133B 

227151_at_HG-U133B 

227152„aLHG-U133B 

227167„s„at_HG-U1 33B 

227173_s_at_HG-U1 33B 

227189_aLHG-U133B 

227198_at_HG-U133B 

227206_at_HG-U133B 

227212.s_aLHG-U133B 

227224_at_HG-U133B 

227230_s_aLHG-U1 33B 

227237.x_aLHG-U1 33B 

227242_s_aLHG-U133B 

227243.s_at_HG-U133B 

227249.at_HG-U133B 

227261_at_HG-U133B 

227276_at_HG-U133B 

227277.aLHG-U133B 

227279 at HG-U133B 



DKFZP566K1924 



AKAP13 

C17orf26 
KIAA1538 
KIAA0141 
COL5A2 

L0XL4 



BACH2 
KIAA1599 



KIAA1211 
KIAA1273 



NUDE1 
KLF12 
TEM7R 

MGC15737 



Hs.235709 

Hs.26358 

Hs.54982 

Hs.118913 

Hs.288581 

Hs.288581 

Hs.293849 

Hs.345588 

H8,11135 

Hs.345588 

Hs,36962 

Hs.44833 

H8,108972 

Hs.318893 

Hs.29567 

Hs.372326 

Hs.30977 

Hs.3402 

Hs.35096 

Hs.63510 

Hs.82985 

H8.374267 

Hs.306814 

Hs.309165 

Hs.32365 

Hs.323822 

Hs.61426 

Hs.88414 

Hs.285714 

Hs.125019 

Hs.108593 

Hs.352417 

Hs.174104 

Hs.205293 

Hs.23413 

Hs.348805 

Hs.263925 

Hs.23610 

H8.33033 

H8.33074 

Hs.39122 



Q9UFZ0 25927 2p13.3 



Q96CJ4 
Q98CJ4 



Q8\A^Q6 

Q8WZ81 
Q9P1Z0 
Qg69R4 
CAA76002 

Q96JB6 

Q8WV41 

Q9HCM1 

Q9NYI4 

Q9BYV9 

Q9HCH3 



AAH22374 

Q9ULK9 
Q9BUK4 



Q9NXR1 
Q9Y4X4 
Q96E59 

Qg69E4 



11214 15q24-q25 

201266 17q21.31 

57659 17p13.2 

9812 5q31.3 

1290 2q14-q32 

84171 10q24 



60468 6q16 
57699 6p21.1 



57482 4q11 
57516 1p36.32 



54820 16p13.11 

11278 13q22 

84898 10p12.1 

85012 Xq22.1 
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227299_aLHG-U133B 


CCNI 


Hs.79933 


Q14094 


,10983 


4q13.3 


227326.aLHG-U133B 




H8.11924 








227336_aLHG-U133B 


DTX1 


Hs.124024 


098804 


1840 


12q24.11 


227353.aLHG-U133B 




Hs. 15284 


AAH28076 






227367_at_HG-U133B 




Hs.1 84067 








227375_aLHG-U133B 


DKFZP666D1346 


Hs.22612 


AAH28840 


81573 


1p32.3HD31.3 


227388„aLHG-U133B 




Hs.26268 








227393.aLHG-U133B 




Hs.288455 








227396.at_HG-U133B 




Hs.374451 








227407_aLHG-U133B 




Hs,356851 








227408„s.at_HG-U1 33B 


MSTP043 


Hs.306881 


Q9H3E2 


83891 


4q35.1 


22741 4_at_HG-U133B 


DKF2p547E052 


Hs.49359 


BAB85031 


84236 




227415„aLHG-U133B 




H8.47094 








227478_aLHG-U133B 




Hs. 128052 








227497_aLHG-U133B 




Hs. 196008 








227625.at_HG-U133B 


LGC1 13263 


Hs.1 8987 


Q96FD0 


113263 


7p22.2 


227527_aLHG-U133B 




Hs.3640 








227533_aLHG-U133B 




Hs.5415 








227556„aLHG-U133B 


ATP1B1 


HS78629 


P05026 


481 


1q22-q25 


227568_aLHG-U133B 


• 










227584_aLHG-U133B 




Hs.112461 








227587_at_HG-U133B 


MGC15906 


Hs.104938 


Q969K0 


84971 


19p13,2 


227606_s_at.HG-U133B 


KIAA1373 


Hs.16229 


Q96FJ0 


57559 


10q23.33 


227607_aLHG-U133B 


KIAA1373 


Hs.1 6229 


Q96FJ0 


57559 


10q23.33 


227627_aLHG-U133B 


SGKL 


Hs.279696 


Q9P1Q7 


23678 


8q12.3^q13.1 


227646_aLHG-U133B 


EBF 


Hs.32425 


Q9UH73 


1879 


5q34 


227670„aLHG-U133B 




Hs.50456 


Q96N20 






227680_at_HG-U 1 338 




Hs.348788 








227700_x_aLHG-.U1 33B 


FLJ10709 


Hs.273357 


Q96A50 


55210 


1p36.32 


227701_at_HG-U133B 












227709.aLHG-U133B 


RCN1 


Hs.167791 


AAH10120 


5954 


11p13 


227729.at_HG-U133B 




Hs.107265 








227744_s_.aLHG-U1 33B 


HNRPD 


Hs.303627 


Q14103 


3184 


4q21.1-q21.2 


227749„aLHG-U133B 




Hs.15085 








227767_at_HG-U133B 


CSNK1G3 


Hs.129206 


Q9Y6M4 


1456 


5q23 


227786_aLHG-U133B 


TRAP25 


Hs.336898 


AAL89787 


90390 


8q24.11 


227812.aLHG-U133B 




Hs.48376 








22781 7_aLHG-U133B 




Hs.352385 








227829_aLHG-U133B 




Hs.86543 


Q8WY62 






227867.aLHG-U133B 




Hs,36723 








227900.at_HG-U133B 




Hs.144139 








227936_at HG-U133B 




Hs.280858 


Q8WUD2 
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227988_s_aLHG-U1 33B 

227998_at_HG-U133B 

227999_aLHG-U133B 

228003.at_HG-U133B 

228007_aLHG-U133B 

228024.aLHG-U133B 

228029_aLHG-U133B 

228055_at_HG-U133B 

228068^aLHG-U133B 

228083_aLHG-U133B 

228092_aLHG-U133B 

228174.aLHG-U133B 

228176_at_HG-U133B 

2281 83_s_aLHG-U1 33B 

2281 93_s_aLHG-U1 33B 

22821 1_aLHG-U133B 

228242.aLHG-U133B 

228266_s_at_HG-U133B 

228298_aLHG-U133B 

228328_at_HG-U133B 

228343_at_HG-U133B 

228345_at_HG-U133B . 

228361_at_HG-U133B 

228377_aLHG-U133B 

228379_at_HG-U133B 

228390_aLHG-U133B 

228408_s_aLHG-U133B 

22841 0_aLHG-U133B 

228424_aLHG-U133B 

228471_at_HG-U133B 

228476_at_HG-U133B 

228485_s_aLHG-U133B 

228496_s_aLHG-U1 33B 

228497^aLHG-U133B 

228518_aLHG-U133B 

228551.aLHG-U133B 

228555_at.HG-U133B 

228570_aLHG-U133B 

228592_aLHG-U133B 

228599_at_HG-U133B 

228662_aLHG-U133B 

228660jc_aLHG-U1 33B 



CHAC 

MGC17528 

L0C170394 



PAK1 ' 
K1AA1982 



MGC4189 
RGC32 



CGM42 
LOC91523 

POU2F2 



KIAA1384 



FLJ10498 
GAB3 

NAALADASEL 

KIAA1407 

CDW92 

CRIM1 

DKFZp7eiG0313 
IGHG3 



SEMA4F 



Hs,53542 
Hs.300893 
Hs.157728 
Hs.95898 

Hs.62402 

Hs.22969 

Hs.104433 

Ks.105887 

Hs.13768 

Hs.1 55924 

Hs.356345 

Hs.55g02 

Hs.334808 

HS76640 

Hs.44367 

Hs.101624 

H8.127842 

Hs.258494 

Hs.7326 . 

Hs.1101 

Hs.34656 

Hs.231444 

Hs.88442 

Hs.356630 

Hs.184430 

Hs.109045 

Hs.1 02630 

Hs, 13967 

Hs.1 45053 

Hs.1 5370 

Hs.1 79902 

Hs.1 9280 

Hs.21710 

Hs.300697 

Hs.32553 

Hs.6027 

Hs.86693 

Hs.86693 

Hs.109540 

Hs.25887 



Q96RL7 
Q96FQ6 
Q96F43 



Q13153 

Q96DA0 
Q96AG7 



Q9BT00 
Q9UL69 



Q9Y3E1 
Q96B20 

P09086 

Q961D7 



23230 9q21 
140576 

170394 10q26.3 



5058 11q13-q14 
170960 • 



84268 17p13.2 
28984 13q13.3 



50810 15q11.2 
91523 12p11.21 

5452 19q13.31 



Q9P2G3 


57565 


18q12.1 


Q9H831 


55153 


4q21.1 


Q8WWW8 


139716 


Xq28 


Q9UQQ1 


10004 


11q12 


Q9P2E0 


57577 


3q13.2 


Q96KU3 


23446 


9q31.2 


Q9NZV1 


51232 


2p21 


AAH26358 


55356 


1p13.1 


P01860 


3502 


14q32.33 



096764 



10505 2p12 
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228693_aLHG-U133B 

228708.aLHG-U133B 

228737.at_HG-U133B 

228766.aLHG-U133B 

228827_aLHG-U133B 

228834_aLHG-U133B 

228904.aLHG-U133B 

228916_at„HG-U133B 

228984_at.HG-U133B 

228988_aLHG-U133B 

229001_aLHG-U133B 

229003 jc_at.HG-U1 338 

229061_s_at_HG-U133B 

229070.at_HG-U133B 

229072_aLHG-U133B 

229138_aLHG-U133B 

229168_aLHG-U133B 

229194_aLHG-U133B 

229232„aLHG-U133B 

229253_aLHG-U133B 

229280_s_aLHG-U1 33B 

229302_aLHG-U133B 

229310_aLHG-U133B 

229344^x_at_HG-U1 33B 

229362_at_HG-U133B 

229368_s_at_HG-U1 33B 

229383_at.HG-U133B 

229420.aLHG-U133B 

229487_at.HG-U133B 

229513_aLHG-U133B 

229575.aLHG-U133B 

229621„x_aLHG-U133B 

229637_aLHG-U133B 

229859_s_aLHG-U1 33B 

229681_at_HG-U133B 

22971 1„s_aLHG-U133B 

229722_al_.HG-U133B 

229745_x^aLHG-U1 33B 

229750_aLHG-U133B 

229779_atHG-U133B 

229790_at_HG-U133B 

229817_at_HG-U133B 



C20orf100 



T0B1 



K1AA1394 
ZNF6 



SLC25A13 
MGC12335 



CTMP 

K1AA1921 
KiAA1238 

ZNF216 

RPL23A 



MGC5370 
HSPC072 



TERF2 

DKFZP434M098 



Hs.55098 

Hs.25318 

Hs.26608 

Hs.325823 

Hs.90858 

Hs.178137 

Hs.156044 

Hs.24380 

Hs.32156 

Hs.32e801 

Hs.39911 

Hs,351871 

Hs.g599 

Hs,97411 

Hs,26339 

Hs.59698 

Hs.55407 

H8.126695 

Hs.194071 

Hs.293691 

H8.40808 

Hs.348392 

Hs.236463 

Hs.374508 

Hs.3776 

Hs.107369 

Hs.350046 

Hs.120785 

Hs.122642 

Hs.348805 

Hs.25768 

Hs.205126 

Hs.17551 

Hs.332938 

Hs.87329 

Hs.134185 

Hs.1 43087 

Hs. 11 9471 

Hs.100030 

Hs.93738 



Q98NM4 



P60616 

Q96MI1 
Q9P2F3 
Q9Y4J6 
Q9H7J1 

Q9UJS0 
096122 



Q9NT93 



Q96AB5 



076080 



Q96J14 
Q96B18 



AAH24890 
Q9UFL4 



84969 20q13.11 



10140 17q21 



57571 11q12.2 
7552 Xq13-q21.1 



10165 7q21.3 
84830 6p22.3 



117146 1q21 



Q96PW7 114818 2p23.3 

Q9UL12 57494 12p13.32 



7763 9q13-q21 



AAH14459 6147 17q11 



84825 12q13.2 
29075 20p11.23 



7014 16q22.1 
25863 
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229833_aLHG-Ui33B 

229844.at_HG-U133B 

229848_aLHG-U133B 2NF10 

229872_s_aLHG-U133B KIAA0493 

229923_aLHG-U133B 

229934_at_HG-U133B 

229937.x_aLHG-U1 33B 

230110_aLHG-U133B 

230245_3_atHG-U133B 

230292_aLHG-U133B 

230363_s_aLHG-U1 33B SAC2 

230405_aLHG-U1 33B RAD60 

230441_aLHG-U133B 

230489.aLHG-U133B CDS 

230499_at_HG-U133B 

230626_aLHG-U1 33B FU2001 5 

230561.aLHG-U133B 

230588_s_aLHG-U133B MCPR 

230636_s_aLHG-U1 33B BTEB1 

230648_at_HG-U133B 

230650_aLH(3-U133B 

230659_aLHG-U133B • KIAA0212 

230689_aLHG-U133B 

23071 3_aLHG-U133B 

230743_at_HG-U133B 

230753_aLHG-U133B 

230768_aLHG.U133B 

230775_s_at.HG4J133B KIAA0610 

230793_at_HG-U133B FU20048 

230796_at_HG-U133B H4F2 

230802_aLHG-U133B DKFZP564B1 162 

230803_s_at.HG-U1 33B DKFZP564B1 162 

230834_aLHG-U133B 

230877.aLHG-U1 33B IGHG3 

230917_aLHG-U133B 

230939_aLHG-U133B 

230960.aLHG-U133B 

230983_at_HG-U133B 

230986_aLHG-U133B 

230988_at_HG-U133B 

230997_at_HG-U133B 

231002_s_aLHG-U133B NUP88 



Hs.33728 
Hs.59368 
Hs.104116 
Hs.36475 

Hs.38218 

Hs.149924 

H8.210792 

Hs.181297 

Hs.25447 

Hs.62463 

Hs.41587 

Hs.374272 

Hs.58685 

Hs.121572 

Hs.80618 

Hs.107331 

Hs.40137 

Hs. 150557 

Hs.181297 

Hs.1 62460 

Hs.1 54332 

Hs.163426 

Hs.1 821 85 

Hs.1 83096 

Hs.11594 

Hs.58763 

Hs.118087 

Hs.1 16470 

Hs.55468 

Hs.93589 

Hs.93589 

Hs.1 14516 

Hs.300697 

Hs.372303 

Hs.130352 

Hs.128292 

Hs.137319 

Hs.141120 

Hs.15155 

HS.131816 

Hs.172108 



AAH24182 



Q96DJ9 
Q9Y2H2 
043254 

AAH27901 

Q96MU9 



Q92611 



Qg6FJ8 



7556 
57234 



12q24.33 
1q21.3 



22876 10q26.13 

10111 5q31 

921 11q13 

54459 17q25 



Q9H8D0 64682 2q1Z1 

Q13886 687 9q13 



9695 3p26.1 



060349 


23111 


13q13.1 


Q9NXU7 


55604 


6p21.32 


AAH19846 


3022 


1q21 


Q9H0T6 


83478 


4q21,23-q21.3 


Q9H0T6 


83478 


4q21.23-q21.3 


AAH24289 


3502 


14q32.33 



Q99S67 



4927 17p13 
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231050jat_HG-U133B 


HRLP5 


Hs.120869 


Qg6KN8 


117245 


11q13.2 


231069_at_HG-U133B 




Hs.295727 








231 093_at_HG-U1 33B 


FCRH3 


Hs.123296 


Q96LA4 


115352 


1q21-q22 


231 101__at_HG-U133B 


PPP2R5E 


Hs.173328 


Q16537 


5529 


7p11.2-p12 


231118_aLHG-U133B 




Hs. 133081 


Q96LS3 




231181_at_HG-U133B * 




Hs.88651 








231215_aLHG4J133B 




H8.126962 








231241_aLHG-U133B 




H8.155635 








231259_s_at_HG-U1 338 


CCND2 


HS75585 


P30279 


894 


12p13 


231269_aLHG-U133B 


DJ467N11,1 


Hs.143917 




63921 


6q16.1-q16.3 


231277_)^aLHG-U1 33B 




Hs.14822 








231310_aLHG-U133B 




Hs.1 13170 








231 332_at_HG-U1 33B 




Hs.254986 








231406_aLHG-U133B 




Hs.129568 








231418_aLHG-U133B 


MS4A2 . 


Hs.89751 


AAH02807 


931 


11q12-q13.1 


231472_at_HG-U133B 




Hs.124087 






231538_at.HG-U133B 


FLJ23499 


Hs.17546 


Q9H5F2 


64776 


11q13-q22 


231552_aLHG-U133B 




Hs.235240 






231 567_s_aLHG-U133B 


TSP-NY 


Hs.97643 


Q9BY25 


84660 


12q24.31 


231647_s_aLHG-U133B 


IRTA2 ' 


Hs. 191 958 


Q96RD9. 


83416 


1q21 


231656_x_at_HG-U133B 


OSBPL10 


Hs.321622 


Q9BTU5 


114884 


3p22.3 


231 736_x_aLHG-U1 338 


MGST1 


Hs.355733 


PI 0620 


4257 


12p12.3-p12.1 


231775_aLHG-U133B 


TNFRSF10A 


Hs.249190 


000220 


8797 


8p21 


231 793_s_at_HG-U1 338 


CAMK2D 


Hs.1 11460 


Q13557 


817 


4q25 


231794_.at_HG-U133B 


CTLA4 


Hs.247824 


Q96P43 


1493 


2q33 


231837_at_HG-U133B 


USP28 


Hs.142856 


Q96RU2 


57646 


11q23 


231 854_at_HG-U1 33B 




Hs, 120905 






231 870_s_at_HG-U1 338 


LOC51068 


Hs.1 81 022 


Q9Y2Z6 


51068 




231873_aLHG-U133B 




Hs.315284 








231 887_s.aLHG-U1 338 


KIAA1274 


Hs.300646 


BAA86588 


27143 


10q22.3 


231897_at_HG-U133B 










231 926_at_HG-U1 33B 












231945_at_HG-U133B 


KIAA1275 


Hs.1 02796 


Q96SK6 


27145 


6q14.2 


231 969_at_HG-U1 33B 


DKF2p762K222 


Hs.1 59200 


Q9P2F5 


56977 


4q35.1 


231981_aLHG-U133B 










231982_at_HG-U133B 












232027_at_HG-U133B 












232035_aLHG-Ul33B 


H4FH 


Hs.93758 


AAH10926 


8365 


6p213 


232060_at.HG-U133B 










232080_aLHG-U133B 


KIAA1301 


Hs.8707 


Q9NPS9 


57520 


2q33.1 


232112_atHG-U133B 




Hs.220745 






232125_atHG-U133B 




Hs.202577 
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232127.aLHG-U133B 
232201_aLHG-U133B 
232204_aLHG-U133B 
23221 0.at.HG-U133B 
232231_aLHG-U133B 
232234^aLHG-U133B 
232614_aLHG-U133B 
232636_aLHG-U133B 
232641.at_HG-U133B 
232739_at_HG-U133B 
232841 _at_HG-U133B 
232950_s„aLHG-U1 33B 
233072_aLHG-U133B 
233106_aLHG-U133B 
233137_aLHG-U133B 
233138_at_HG-U133B 
233177.s_aLHG-U133B 
233195.aLHG-U133B 
233261_aLHG-U133B 
233328_x_aLHG-U1 33B 
233483_at_HG-U133B 
233500.x_aLHG-U1335 
233520_s_aLHG-U133B 
233555_s_aLHG-U1 33B 
233559_s_aLHG-U1 33B 
233589_x_aLHG-U1 33B 
233613_x_at_HG-U133B 
233813„aLHG-U133B 
233845_at_HG-U133B 
233955_x_aLHG-U1 33B 
234005_x_aLHG-U1 338 
234032„aLHG-U133B 
234107_s_aLHG-U133B 
234132„aLHG-U133B 
2341 40,s_aLHG-U1 33B 
234362_s.aLHG-U133B 
234584_s_aLHG-U1 33B 
234643jc_aLHG-U133B 
234660_s_aLHG-U1 33B 
234682_at_HG-U133B 
234725_s„aLHG-U133B 
234726.8.aLHG-U133B 



NKD2 
EBF 



C20orf24 



NiR3 
KIAA1857 



KIAA1184 



LLT1 



FENS-1 



HSPC195 
STK36 



STIM2 
CTLA4 
ATE1 

DISS 

SEMA4B 



Hs.240951 
Hs.32425 
Hs.206868 

Hs.184062 
Hs.171395 



Hs.272759 
Hs.163642 
Hs.367825 

Hs.178633 
Hs.1 00747 

Hs.293916 

H9.1 93857 
Hs.1 36748 



Hs.44743 

Hs.296737 

Hs.283921 

Hs.15093 

Hs.26996 



Hs.278894 
Hs.247824 
Hs.355315 

Hs.323346 

Hs.9598 



Q969F2 
Q9UH73 



Q9U105 



85409 5p15.3 
1879 5q34 



55969 20q11.22 



Q9BZ72 57605 12q24.31 

BAB47486 84628 9q34 



Q96IG7 64583 2q36.1 



Q9H7M0 

Q8WUP7 29121 12p13 



Q9H8N9 57590 2q36.3 



Q9U164 

AAH17439 51523 5q31.3 
Q9H9N9 27148 2q36.1 



Q9P246 
095653 
095260 

Q8WWI2 

Q8WY86 



57620 4p15.2 

1493 2q33 

11101 10q26.3 

22894 13q21.33 

10509 15q25 
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234764_x_at_HG-U1 33B 

234839.at.HG4J133B 

234862jaLHG-U133B 

235023_aLHG-U133B 

235051_aLHG-U133B 

235052.aLHG-U133B 

235061.aLHG-U133B 

235101 _aLHG-U133B 

235124_at_HG-b'133B 

235269_aLHG-U133B 

235263_aLHG-U133B 

236278_aLHG-U133B 

235287_aLHG-U133B 

235291_s_at_HG-U1 33B 

236331_x_at_HG-U133B 

235353_aLHG-U133B 

235369_aLHG-U133B 

235372.at_HG-U133B 

235386_at_HG-U133B 

235400_at_.HG-U133B 

236401_s_at_HG-U133B 

236414jaLHG-U133B 

235421_aLHG-U133B 

235422_aLHG-U133B 

235428_aLHG-U133B 

235444_aLHG-U133B 

235448_aLHG-U133B 

235459_at_HG-U133B 

235483_aLHG-U133B 

236602_aLHG-U133B 

235521_aLHG-U133B 

235604_x_aLHG-U1 33B 

236647_at_HG-U133B 

235674_at„HG-U133B 

235692_at_HG-U133B 

235706_aLHG-U133B 

235719_aLHG-U133B 

235749_aLHG-U133B 

235753_aLHG-U133B 

23581 8_aLHG-U133B 

235823_aLHG-U1338 

235982_at_HG-U133B 



KIAA1014 



DKFZP434A0131 



KIAA0746 

FREB 
FU20668 
FREB » 
FREB 



FALZ 



H0XA3 



CPM 



FCRH1 



Hs.292896 

Hs.55098 

Hs.50405 

Hs.291000 

H8.6834 

HS.1534GC 

Hs,97415 

Hs. 15423 

Hs.136585 

H8.180059 

Hs.268180 

Hs. 126695 

Hs.49500 

Hs. 1621 85 

Hs.266331 

Hs. 12920 

Hs.266331 

Hs.266331 

Hs.164102 

Hs.351250 

Hs.99872 

Hs. 104480 

Hs.235860 

Hs.293702 

Hs. 13631 6 

Hs. 180711 

Hs.79204 

Hs.248074 

Hs.256801 

Hs.293411 

Hs.13849 

Hs.31922 

H8.334873 

Hs.99237 

Hs. 1961 69 
Hs.133355 
H$.49892 
Hs.180644 



Q96NT4 
Q9H985 



094847 

Q96PJ4 
Q9NWR0 
AAM13980 
AAM13980 



Q12830 



043365 



P14384 



23360 11q12,1 



AAH23002 

Q9NT73 54441 7q1 1 .23-q21 .1 

AAH27989 



23231 4p15.31 

84824 1q23.1 

55016 4q32.2 

84824 1q23.1 

84824 1q23.1 



2186 17q24 



3200 7p15i3l4 



1368 12q15 



Q96LA6 



115350 1q21-q22 
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236019_aLHG-U133B 

236190_aLHG«U133B 

236226_aLHG-U133B 

236248_x.aLHG-U133B - 

236265_aLHG-U133B 

236280_aLHG-U133B 

236293_aLHG-U133B 

236301_aLHG.U133B 

236341.at.HG-U133B CTLA4 

236378_at_HG-U133B 

236458_aLHG-U133B 

236535_aLHG-U133B FU221 16 

236557_aLHG-U133B 

236606_at_HG-U133B 

238648_aLHG-U133B 

236656„s_at_HG-U133B 

236707_aLHG-U133B DAPP1 

236728.aLHG-U133B 

236787_at_HG-U133B 

236796_aLHG-U133B 

236837_x_aLHG-U1 33B 

236854_aLHG-U133B . 

236892_s_aLHG-U133B H0XB6 

236908_aLHG-U133B 

236914_at_HG-U133B 

236979_aLHG-U133B 

237006_at_HG-U133B 

237068.aLHG-U133B 

237291_at_HG-U133B 

237337_aLHG-U133B 

23741 1.aLHG.U133B LOC153516 

237431_aLHG-U133B 

237864^aLHG-U133B 

238012_at_HG-U133B 

238022_aLHG-U133B 

238026_aLHG-U133B RPL35A 

238039_at_HG-U133B 

238065.aLHG-U133B 

238057_aLHG-U133B 

238066_aLHG4J133B RBP7 

238155_aLHG-U133B 

238208_aLHG-U133B 



Hs.19440 

Hs.1,15772 

Hs.126808 

Hs.1670g0 

Hs.88013 

Hs.176920 

Hs.283313 

Hs.46645 

Hs.247824 

Hs.231898 

Hs.163426 

Hs.34497 

Hs.1 86838 

Hs.47150 

Hs.1 44057 

Hs.265499 

Hs.62643 

Hs.26330 

Hs, 126630 

Hs. 11 8659 

Hs.1 291 37 

Hs.48984 

Hs.98428 

Hs.1 43905 

Hs, 131 601 

Hs.168974 

Hs.24128 

Hs.200815 

Hs.159362 

Hs.1 15580 

Hs.38173 

Hs.97562 

Hs.1 96988 

Hs.37916 

Hs.237396 

Hs.287361 

Hs.27167 

Hs.252124 
Hs.292718 
Hs.171689 
Hs.113106 



095653 1493 2q33 



Q9H6M0 79677 2p24.1 



CAD28547 27071 4q25-q27 



P17509 3216 17c|21-q22 



Q96FQ0 153516 5q12.1 



P18077 6165 3q29-qter 



Q96Ra5 116362 1p36.22 
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238304_aLHG-U133B 

238365_s_aLHG-U1 33B 

238367.s.aLHG-U133B 

23837B_aLHG^133B 

238392_at_HG-U133B 

238516.at_HG-U133B 

238583_at_HG-U133B 

238587.aLHG-U133B 

238593.at.HG-U133B 

238604_aLHG-U133B 

238651_aLHG-U133B 

238652_aLHG-U133B 

238686_at_HG-U133B 

238750_aLHG-U133B 

238752_at_HG-U133B 

238756_at_HG-U133B 

238790_aLHG-U133B 

238791_at_HG-U133B 

238824_at_HG-U133B 

238856_s_aLHG-U1 33B 

239054_at_HG-U133B 

23907i_at_HG-U133B 

239122_aLHG-U133B 

239152_at_HG-U133B 

239214_at_HG-U133B 

239229_aLHG-U133B 

239231 jat_HG-U133B 

239263_at_HG-U133B 

239278_at_HG-U133B 

239279_aLHG-U133B 

239287_at_HG-U133B 

239292_aLHG-U133B 

239302_s_al_HG-U133B 

239393_aLHG-U133B 

239442_at_HG-U133B 

239478_x_at_HG-U133B 

239538_aLHG-U133B 

239697_aLHG-U133B 

239647_aLHG-U133B 

239651_aLHG-U133B 

239879_aLHG-U133B 

239699.s.at.HG-U1 33B 



BMPR2 



MGC15437 



FBX03 



IL24 



Hs.21868 

Hs.158272 

Hs.158272 

Hs.1 69738 

Hs.145480 

Hs.53250 

Hs.1 33878 

Hs.55067 

Hs.152003 

Hs.140489 

Hs.23096 

Hs.313541 

Hs.16577 

Hs.218707 

Hs.1 221 55 

Hs.41294 

Hs.156100 

Hs.267124 

Hs.145569 

Hs.72046 

Hs.144616 

Hs,173904 

Hs.315463 

Hs,243023 

Hs.1 23244 

Hs.50125 

Hs.63187 

Hs.97855 

Hs.1 82606 

Hs.1 58094 

Hs.128654 

Hs.124786 

Hs.293056 

Hs,371883 

Hs.173776 

Hs.169812 

Hs.146509 

Hs.369984 

Hs.1 50905 

Hs.1 89394 

Hs.163778 

Hs.144252 



Q13161 



Q96tG9 



659 2q33<|34 



84959 11q24.1 



Q9UK99 



28273 11p12 



Q96HF0 



Q13007 



11009 1q32 
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239791_aLHG-U133B 
239824_s_aLHG-U133B 
239835_aLHG-U133B 
239956_aLHG-U133B 
240061_at_HG-U133B 
240106_aLHG-U133B 
240113.at_HG-U133B 
240201_aLHG-U133B 
240239.al.HG-U133B 
. 240269_at_HG-U133B 
240449_aLHG-U133B 
240672_s_aLHG-U1 33B 
240581_aLHG-U133B 
240740.aLHG-U133B 
240785„at_HG-U133B 
240801_aLHG-U133B 
240842_aLHG-U133B 
241 353_s.at_HG-U1 33B 
241370.aLHG-U133B 
241383_aLHG-U133B 
241395_aLHG4J133B 
241421.aLHG-U133B . 
241464_s_aLHG-U133B 
241483^aLHG-U133B 
241525_aLHG-U133B 
241734_aLHG-U133B 
241742_aLHG-U133B 
241754.at_HG-U133B 
241795_aLHG-U133B 
241810_aLHG-U133B 
241 930_x„aLHG-U1 33B 
241969.aLHG-U133B 
241975_aLHG-U133B 
241985_aLHG-U133B 
242065_x_aLHG-U1 338 
242104_aLHG-U133B 
242223_aLHG-U133B 
242292_aLHG-U133B 
242329_at_HG-U133B 
242363_at_HG-U133B 
242388_x_aLHG-U1 338 
242404_at_HG-U133B 



Hdxee 

MGC10744 
K1AA1842 



FLJ14779 
ZNF341 



C21orf37 



PRAM-1 



ITM2B 



KIAA0982 



Hs.98428 

Hs.25092 

Hs.116665 

Hs.254980 

Hs.1 86649 

Hs.44705 

Hs.193133 

H8.130173 

Hs.243662 

Hs.1 64923 

Hs.322414 

Hs. 1561 00 

Hs.132650 

Hs.370884 

Hs.243602 

Hs.46707 

Hs.371904 

Hs.160874 

Hs.100691 

Hs.62189 

Hs.145990 

Hs.1 30694 

Hs.126691 

Hs.62772 

Hs.1 32051 

Hs.1 07622 

Hs.239276 

Hs.59504 

Hs.369626 

Hs.202088 

Hs.1 86898 

Hs.239625 

Hs.44098 

Hs.224569 

Hs.27207 

Hs.191782 

Hs.151609 

Hs.31110 

Hs.1 52641 

Hs.87372 

Hs.123681 

Hs.40937 



P17509 
Q96T82 
Q96JI5 



3216 17q21-q22 
84314 17p13.1 
84541 3p14 



Q969\A/8 



Q9BYN7 



84924 igql3.l3 



84905 20q11.21 



54076 21q21.l 



Q96DK2 

Q96QH2 84106 19p13.2 



Q9Y287 9445 13q14.3 



Q8WVG2 22884 10p15.3 



AAH25725 



1081 



wo 03/039443 



PCT/EP02/12303 



SYNE.2 



GNAS 



242414_aLHG-U133B 
242434_aLHG4J133B 
242448.aLHG-U133B 
242458.aLHG-U133B 
242463^x_aLHG-U1 33B 
242520_s_at_HG-U133B ' 
242525_aLHG-U133B 
242541 _at.HG-U133B ABCA9 
242633 jc,al_HG-U1 33B 
242695_at_HG-U133B 
242729_at_HG-U133B 
242738_s_aLHG-U133B 
242774„at„HG-Ui33B 
242845_aLHG-U133B 
242866_x_aLHG-U1 33B 
242932_aLHG-U133B 
242976_s_at_HG-U133B 
243000„aLHG-U133B 
243020_aLHG-U133B 
243024.aLHG-U133B 
243030_aLHG-U133B 
243154i.at_HG-U133B 
243228_aLHG-U133B 
243362_s_at_HG-U1 33B 
243363_at.HG-U133B 
243493_aLHG-U133B 
243538„at_HG-U133B 
243579_at.HG-U133B 
243756_aLHG-U133B 
243764_aLHG-U133B 
243780_aLHG-U133B 
243798_aLHG-U133B 
243859_at_HG-U133B 
243932_.aLHG-U133B 
243968_x_aLHG-U1 33B 
244147_aLHG-U133B 
244230_at_HG-U133B 
244248_at_HG-U133B 
244257_at_HG-U133B 
244261.at_HG-U133B 
244523_.aLHG.U133B MMD 
244550.aLHG-U133B 



LEF1 
LEF1 



MSI2 



Hs.1 48324 
Hs.191681 
H8.131929 
Hs.1 02398 
H8.370309 
Hs.193754 
Hs.163105 
Hs.301496 
Hs.186589 
Hs.126767 
Hs.166999 
Hs.1 63208 
H8.57749 

Hs,147381 

Hs.163481 

Hs.273385 

Hs.180059 

Hs.220823 

Hs.293707 

Hs.269493 

Hs.86650 

H8.32406 

Hs. 44865 

Hs.44865 

Hs.60260 

Hs.5840 

Hs.173179 

Hs.1 20855 

Hs.177164 

Hs.136232 

H8.2S7490 

Hs.250488 

Hs.149809 

Hs.1 74767 

Hs.1 18088 

Hs.293142 

Hs.1 33396 

Hs.370262 

Hs.105866 

Hs.798dg 

Hs.370395 



Q8WWZ5 10350 17q24 



BAA76855 23224 14q23.1<|23.2 



060726 
AAH27989 



2778 20q13.2-q13.3 



Q9UJU2 
Q9UJU2 



Q96DH6 



51176 4q23-q25 
51176 4q23-q25 



124540 17q23.3 



AAH26324 23531 17q 
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244636_aLHG-U133B Hs.209222 
244652_aLHG-U133B Hs.190129 



244740.aLHG-U133B 




Hs.23133 


Q96HF5 






244876_at.HG-U133B 




Hs.191950 








266_s_aLHG-U133A 


CD24 


Hs.286124 


AAH07674 


934 


6q21 


32541_aLHG-U133A 


PPP3CC' 


Hs.75206 


P48454 


5633 


8p21.2 


34210_aLHG-U133A 


CDW52 


Hs,276770 


Q9BW46 


1043 


1p36 , 


34689_aLHG-U133A 


TREX1 


Hs.278408 


AAD48774 


11277 


3p21.3-p21.2 


34726_aLHG-U133A 


CACNB3 


Hs.250712 


P542S4 


784 


12q13 


35666_at_HG-U133A 


SEMA3F 


Hs.32981 


Q13275 


6405 


3p21.3 
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